
logo

MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETM
VAEPMVPASEPAGT

NTDB id 1122268 EL339 RS04585 WP 408609561.1 .......................................................................MAPVPAPAT 9
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus ************************************************************************!**! *!

logo

A
E
A
PAEPARLVAEPSANKPAEAPVAAEPTSVAGEVAPVAGPQI

V
QE
V
A
E
A
VAATETAEEPHKKALGSWALASRLKQGLASKRSTRDKMAGKQS ILAGGI

VFGVGGVKQI
V
D
GEDNLFYEELESTAVL IMT

NTDB id 1122268 EL339 RS04585 WP 408609561.1 APAPALAPNPAP.AAPSAVAPAPI.VEAAAEAPKKASWLSRLKQGLSRT....GQSIGGIFVGVKVDENLFEELESALIM 83
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 1122268 EL339 RS04585 WP 408609561.1 ADAGLEATEKLLTALRARVKKERIEDPAKVKAALRQLLADHLRPLERAFDLKR.TQPLVVMIAGVNGAGKTTSIGKLAHT 162
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus *! !*!!!! !* *!*!! * !* ***!!* ! !***!!!** !* * ! !*!*!!*!!!!!!!!!!!!!*

logo FQARQGAKSVLLAAGDTFRAAAREQL IQAEWGGSRNNVTVI SQDTGTGDPSAAVACFDAVNQAAGKRARGI
M
D
G
I
VVLMAVDTAGRLPTQLHLMEE I

L

NTDB id 1122268 EL339 RS04585 WP 408609561.1 FQRQGASVLLAAGDTFRAAAREQLIEWGSRNNVTVISQDGGDPAAVAFDAVNAGRARGMGVVMVDTAGRLPTQLHLMEEL 242
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 1122268 EL339 RS04585 WP 408609561.1 KKIRRVIGKADAAAPHEVLLVVDGNTGQNALAQIRAFDAAINLTGLVVTKLDGTAKGGTLAAVAAGSQGVRPIPVYWIGV 322
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA....SDRPVPVRYIGV 396
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NTDB id 1122268 EL339 RS04585 WP 408609561.1 GESLEDLQPFVADEFAGALLAD 344
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