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KLBT{A{TSéA{EAtAA QKQA TSV ADSAQSSSSA AA AE{NE SNYTV{QN QQQA KIEVtEFF YF H A
MKSRHLALGVAALFALAACDSKVQTSVPADSAPAAMSAAAAPAGLVEGQNYTVLANPIPQQQAGKVEVLEFFGYFCPHCA
MKSRHLALGVAALFALAACDSKVQTSVPADSAPAARSAAAAPAGLVEGQNYTVLANPIPQQQAGKVEVLEFFGYFCPHCA
MKl TLALTSLTLLALAACSKQA TSVPADSAMN HSAAAPABLNEGENYTVL BWPIPQQQAGK EVLEFFGYFCPHCA

T e

LEPVLSKHAKSFKDDMYLRTEHVVWQKEMLPLARLAAAVDMAAA SKDVANSHIFDAMVNQKIKLQ PEVLKKWLGEQT]
HLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLJJLARLAAAVDMAAA SKDVANSHIFDAMVNQKIKLQERPEVLKKWLGEQT
HLEPVLSEHIK FKDD@WY RIIEHVVWEEMSPLARLAAAV MA |98 SDKANSHIFDAMVNQKINLA T TLKKWLSEQT

i) KKVMAXE& ESQAM @EH@&FQ oL KY@\/EF&D

£y T KUREECRee

AFDGKKVLAAYESPESQARA KMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ 232
AFDGKKVLAAYESPESQARAWKMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ 232
AFDGKKVLAA E PESQARA QM ELTNKFQISGTPTVIVGGKYQVEFKDW SGMTTIDQLVDKVREEQKKPQ 231
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