
logo MNTLQKGFTL I ELMIV IA IVGI LAAVAMLPLAFYQGDPYDTSARLARGQNVDSEAI LLAEGQKSAVTEYYLNHGI
KWPAEKNDNGTASAGVASAPPTSTD

NTDB id 1122194 EL177 RS01030 WP 269471278.1 ...........................MPLFQGPDSRLRGNDEAILLAEGQKSAVTEYYLNHGKWPADNGAAGVASP.SD 52
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARA.QVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTD 79
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARA.QVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.ST 78
consensus ****************************!**!****!* ***!!!!!!!!!!!!!!!!!!!!!*!! *!**!!!!!* **

logo IKGKYVKQEKSVTEVKAKNGVVTAEQTMAKLSDSTGVNNKE IQKDGKKLSLWAGKRRQEDNGSVKWFCGQPVKTRADTADGNDDNADTNNDADVATVDDADKTADTNGKNTAEKIDTKHLP
NTDB id 1122194 EL177 RS01030 WP 269471278.1 IKGKYVQSVTVANGVVTAEMKSDGVNKEIKGKKLSLWGRRENGSVKWFCGQPVKRDANNANNDAVTDDTTGTKIDTKHLP 132
NTDB id 1119 NGFG RS11465 WP 017147169.1 IKGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDT....VADAKDGKEIDTKHLP 155
NTDB id 1109 OK783 RS10670 WP 157147416.1 IKGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDND....DTVADANNAIDTKHLP 154
consensus !!!!!!* !*!**!!!!! ! !*!!!*!!**!!!!!!**!**!!!!!!!!!!!*! *** **** * !!!!!!!

logo STCRDEKSASADTAKN
NTDB id 1122194 EL177 RS01030 WP 269471278.1 STCRDKASDAN 143
NTDB id 1119 NGFG RS11465 WP 017147169.1 STCRDKASDAK 166
NTDB id 1109 OK783 RS10670 WP 157147416.1 STCRDESSAT. 164
consensus !!!!!**!**
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