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NTDB id 1122177 EL189 RS13210 WP 012578654.1 RVAASFTQRLRSLEFRKVESFGPAEMSKFSTASLITRSTNDITQVQMFITMGLQLIVKSPIMAVWAVCKIAGEGFEWTLA 160
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NTDB id 1122177 EL189 RS13210 WP 012578654.1 MMPLMNTVLNGLMLAVYWIGAYLIDAA............GLKDKLTVFSNMVVFSNYSVQVIMSFLLMSMVFVLWPRADV 308
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NTDB id 1122177 EL189 RS13210 WP 012578654.1 VPRFYDVSEGQVLVDGVDVRDYDLKTLRDKIGYVPQQSVLFKGTVASNVSYGDQPGDPAEVEMTDSSTASGRKHETALLA 468
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