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NTDB id 1122110 EL182 RS00760 WP 003844716.1 MPRGPMGRGPAEKPKDFGGVMKKLIRFCRRYIPVIIIALVLGAAGTVCQIIGPDKLKDMTNEITKGLPAIVHGKPVMNSI 80
NTDB id 370 SMU RS04260 WP 002263294.1 ............MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG.........KI 59
consensus ************ * ** * **** ! ** *!** * * *!!!!*!!*!! *!!!!*********** !

logo DFLDTAKI
VGER IALWLTLAVALLYFVAGGYALVLVCSYLTAQSFWI

L
M
V
A
S
S
T
L
V
I
TQKRFTASQQRLRENAE IAGDRKINKRLVPLKYFDKSHVSQYGDTVLSR I

VTNDVDAL IMGTQSTFL
NTDB id 1122110 EL182 RS00760 WP 003844716.1 DFTAVGRIAWLLVALYVGYAVLCYLQSWLMASVTQRTAQQLREEIGRKINRLPLKYFDKVSYGDVLSRITNDVDAIGQTL 160
NTDB id 370 SMU RS04260 WP 002263294.1 DLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSF 139
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NTDB id 1122110 EL182 RS00760 WP 003844716.1 GQSLGSLITSVTLFFGALIMMFYNNVILTLCAIGSALLGLIVMGGIMKASQQYFARQQAALGDVNGHVEEMYTGHTVVKA 240
NTDB id 370 SMU RS04260 WP 002263294.1 NQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSS 219
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NTDB id 1122110 EL182 RS00760 WP 003844716.1 YGGEADSISRFERYNQDLYVSGWKSQFLSGLMMPLMNFIGNFGYVVVCVVGAVLAMDGKIEFGVIVAFMMYIRLFTQPLS 320
NTDB id 370 SMU RS04260 WP 002263294.1 YNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIA 299
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NTDB id 1122110 EL182 RS00760 WP 003844716.1 QFAQAFQNLQRCAAASERVFGFLEEPELADESDKRPLLGVDADGRPQPVRGDVEFSHVRFGYESDKTIIHDFSASVKSGQ 400
NTDB id 370 SMU RS04260 WP 002263294.1 QIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQ........LEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQ 371
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NTDB id 1122110 EL182 RS00760 WP 003844716.1 KVAIVGPTGAGKTTMVNLLMRFYEISGGTISIDGVDTKSVPRWNVHDQFSMVLQDTWVFRGTVRENIAYSKKGVTDEQIV 480
NTDB id 370 SMU RS04260 WP 002263294.1 KIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVI 451
consensus !*!!!!!!!!!!!!*!!!!!!!!!* ! !!!!!! * **! !!! ! !!!!!!!*! !!!*!!* ! !**!!!!**

logo AAACKAVGLVHHFYIKMS
TLPDKGYDTI

VLDDKSAVSTLSQVGQKQLLTIARALML
V
E
KDAP I

LL I LDEATSSVDTRTEEL IQKRAMDAHLMTEVGRTS
NTDB id 1122110 EL182 RS00760 WP 003844716.1 AACKAVGLHHYIMSLPDGYDTILDDKASLSQGQKQLLTIARAMVEDAPILILDEATSSVDTRTEELIQKAMDALTVGRTS 560
NTDB id 370 SMU RS04260 WP 002263294.1 AAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTS 531
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NTDB id 1122110 EL182 RS00760 WP 003844716.1 FVIAHRLSTIRDADMILVMDGGDIVERGTHEELLAKGGFYADIYNSQFTLAG. 612
NTDB id 370 SMU RS04260 WP 002263294.1 FVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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