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NTDB id 1122088 EL175 RS00940 WP 003811589.1 MLRILKYLSKAEIGQMLIALVTIVGQVFFDLKLPDYMSDITTLVETPGSAMSDIWIAGGKMLLISLGSVACAIVTGYISA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! *! ! ! ! ! *!* !* !* !!! !*!!! !!!!* !*!* !!! *! !!!* ! !! *!** !**
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NTDB id 1122088 EL175 RS00940 WP 003811589.1 RVGSSFTQRLRSLEFRKVESYGPAEMSKFSTASLITRSTNDITQIQMFITIGLQLIVKSPIMAVWAICKIAGEGFEWTLA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! * !!! !!!! ! *! ! *!!* !!! *!!*!!*!!!*!!*!* ! *!*!** * !!!!!!!**!! ! !!! !
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NTDB id 1122088 EL175 RS00940 WP 003811589.1 TGIAVVILLVAVVIMMAMVMPKFKAMQKLTDNINLVARENLTGLRVVRAYNAEDYQEAKFTKANKDLTDTQLFTNRVMAF 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
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NTDB id 1122088 EL175 RS00940 WP 003811589.1 MMPLMNTVLNGLMLAVYWIGAYLIDAA............GLTDKLNVFSNMVVFSNYSVQVIMSFLLMSMVFVLWPRADV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ! !*! ! !! !!*!!!!!!!* ************** !** !!! !!!!! ! *!!** !**! *!** !!! !
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NTDB id 1122088 EL175 RS00940 WP 003811589.1 SAQRVLEVFDTDPIVKTGTKTAADVARLGGGKTGTVEFRNVSFTYPGSREATLEGIDFTAEKGQTVAFIGSTGSGKSSLI 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKE.....YSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLV 395
consensus !! !* !! * !* ***** * ** ! !!!* !!! !* ! *!** !*! ! !!!!!!!!!!!!!*!*
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NTDB id 1122088 EL175 RS00940 WP 003811589.1 NLVPRFYDVSAGQVLVDGVDVREYDLKALRDKIGYVPQQSVLFKGTVASNVSYGDDVNGASSADVEMADTSTPAGRKREA 468
NTDB id 369 SMU RS04255 WP 002263293.1 NLIPRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDD................. 458
consensus !!*!!!!! * ! * *!!* ! *! * ! !*!!*!! !!! !!* !!* *! *** *****************
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NTDB id 1122088 EL175 RS00940 WP 003811589.1 ELIAAGKRAEGAAMPTEQMNRVKAAAGVAQATEFVERMDGTYTAPIAQGGSNVSGGQKQRLSIARAVYRHPEILIFDDSF 548
NTDB id 369 SMU RS04255 WP 002263293.1 ...................AKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSF 519
consensus ******************* ** ! *!!! !!! * **!!!!*! !!!!!!!! !!!!* !*!!!!!!!!!!
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NTDB id 1122088 EL175 RS00940 WP 003811589.1 SALDFKTDREVRDALAKEAKGSTKLIVAQRIGTIMNADRIIVLDDGKVVGQGTHQELLDTCDVYRQIAESQLSQSELTA. 627
NTDB id 369 SMU RS04255 WP 002263293.1 SALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENG 599
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