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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
NTDB id 1122082 EL162 RS04405 WP 126330365.1 MSFAKVYTRSVVGLHAPQVLVEVHLSQGLPALTIVGLPEASVRESKDRVRSALINSGFEFPNRRLTINLAPADLPKDGAR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIA..IRAREEGFKGIILPKQNTREAAIVNDLEVYGV 156
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPA...ALAANQVERCLVVPHSNGDQAALVGVERHKSA 157
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPA...ALAANKKQRHLVVPHANGDQAALVGKEQHKSA 157
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPA...ILAAQKSKRELIIAKQNANEASLVSDQNTYFA 157
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPA...VLAASKAKREIIVPQQNANEVSLVSNTQTYCA 157
NTDB id 1122082 EL162 RS04405 WP 126330365.1 LDLPIAMGILAASGQIDESVLAAYEFVGELALNGELRPVTGALSVARAVKSAKDGKRTLIVPTTNAEEAVKAGGVTVLAA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPA...VLAAHKDNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPA...VLAAHKDNQHLIIANANAAEASLTGHQKVFTA 157
consensus *!!*!!*!!!!!!*!* * *****!!*!*! **** ***** **** * * **** !* ** *** * *

logo

E
S
N
Q
T
N
S
I
L
E
K
R
L
A
D
Q
EVI

V
C
N
Q
R
A
D
D
E
H
Y
F
F
L
E
N
C
E
N
V
Q
G
N
R
V
G
Q

C
D
E
H
Q
S
T

G
K
P
T
Q
S

V
L
E
N
P
Q
S

I
P
S
L
F
N
T
Y
A

K
T
Q
A
E
Q
S
T
V

D
I
L
N
P
S

K
L
P
S
T
V

LPA
S
A
L
Q
R
S
T
K
P

A
K
N
V
E
P

A
E
I
S
K

F
V
A
P

E
V
D
H

K
L
N
E
F
Q
R
L
A
Q
R
S
V
L
G
K
P
V
N
A
E
K
S
L
N

F
H
N
Q
V
Y
A
G
P
S
E
T

F
R
LDFWLAQTSEDVI IKGQEHQTQHGARKNRAML ITVEVIAASCAGNQGHSNI

L
I
LLF IMSLGAPPGSTGKTLMMLAKS

NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCPLEPTKVNT....REEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAK 232
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QSLLEVCADLCGQQTLSLFQSSP....SV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLAS 229
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QSLLEVCAELCGQHQLNLYQTPK....KK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLAS 229
NTDB id 1349 HI 1117 AAC22771.1 QTLLDVVQFLNGQEKLPLATEIV....KESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLAS 233
NTDB id 1387 A4U84 RS06900 WP 020457569.1 STLLQVVNFLNNRDQLPIAQQLS....QNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLAS 232
NTDB id 1122082 EL162 RS04405 WP 126330365.1 QSLEAVCRHLEVVSGVSSNQADLLPAATAAVHNLAVEYALDLADVKGQHHARRALEVAAAGGHSLLFMGPPGSGKTLMAS 240
NTDB id 1271 LPP RS03220 WP 011213198.1 NNLREVCDYLCQGTSLQ........SLPPKPDLLLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAK 229
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NNLREVCDYLCQGTSLQ........SLPPKPDLLLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAK 229
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NTDB id 1323 RA0C RS07335 WP 004916218.1 RIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFK 312
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RLCDLLPEMSDEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFE 308
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RLCDLLPEMSDEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFD 308
NTDB id 1349 HI 1117 AAC22771.1 RLTGLLPEMTDLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFE 312
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RLADLLPEMEDDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFE 311
NTDB id 1122082 EL162 RS04405 WP 126330365.1 RLPSILPPLAEEEALEVASIYSIAGVECRF....GERPFRAIHHTVSAAALVGGGSRPKPGEISLAHRGVVFMDELPEFD 316
NTDB id 1271 LPP RS03220 WP 011213198.1 RFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFN 308
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFN 308
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NTDB id 1323 RA0C RS07335 WP 004916218.1 RTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDIHIEV 391
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDMSIEI 386
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDMSLEI 386
NTDB id 1349 HI 1117 AAC22771.1 RKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDLSIEV 390
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDLSIEV 389
NTDB id 1122082 EL162 RS04405 WP 126330365.1 RRTLETLRQPIESKQIVISRANSQVSFPADFQLIAAMNPCPCGYYGDLSGRCHCRAEQVKKYQDKISGPLLDRIDLHIKV 396
NTDB id 1271 LPP RS03220 WP 011213198.1 RQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTI 388
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTI 388
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NTDB id 1323 RA0C RS07335 WP 004916218.1 QKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARA 469
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRA 461
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRA 461
NTDB id 1349 HI 1117 AAC22771.1 PLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRA 465
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRA 465
NTDB id 1122082 EL162 RS04405 WP 126330365.1 PAMPINELQNAP..AGEASSVVRERVVAARQIAIARQGK....ANYELSPSQLDQVVVLGTAEQQMLQLAQSRLNLSARS 470
NTDB id 1271 LPP RS03220 WP 011213198.1 HALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARG 464
NTDB id 1248 GCO85 RS03150 WP 011213198.1 HALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARG 464
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1153 A1552VC RS00115 WP 000521788.1 YHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 YHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 YHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 YHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
NTDB id 1122082 EL162 RS04405 WP 126330365.1 YHRILKVARTIADLAASDKVTTVHLAEALSYR.............. 502
NTDB id 1271 LPP RS03220 WP 011213198.1 YHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 YHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
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