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NTDB id 424 SGO RS10430 WP 012130755.1 53
NTDB id 423 SGO RS08370 WP 012130755.1 53
NTDB id 44 SMU RS09085 WP 002263585.1 55
NTDB id 1122027 EL147 RS08255 WP 007894963.1 . 77
NTDB id 442 SPYM3 RS08515 WP 011106595.1 . FEKVKPIILKLKRHYYIQLWDRDDWLQEGHIILLQLLERYPELIEEE 77
NTDB id 441 SPYM3 RS01385 WP 011106595.1 .. . FEKVKPIILKLKRHYYIQLWDRDDWLQEGHIILLQLLERYPELIEEE 77
NTDB id 450 SPYM18 RS08475 WP 011018214.1 77
NTDB id 449 SPYM18 RS01395 WP 011018214.1 77
NTDB id 448 SpyMGJRS4 RS07800 WP 010921894 .1 77
NTDB id 447 SpyMGJRS4 RS01370 WP 010921894 .1 77
NTDB id 554 STRINF RS00370 WP 115283725.1 53
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NTDB id 424 SGO RS10430 WP 012130755.1 IMRLYRYFKTKFI3AWY DL RRQESQKR|SWY [MZYEE BE 132
NTDB id 423 SGO RS08370 WP 012130755.1 IMRLYRYFKTKFiRAMY DL RRQESQKR)EMY [MYYEE NE . 132
NTDB id 44 SMU RS09085 WP 002263585.1 )8 LYJYFKT FSWJY KD LREQESQKRIYF)|  YEE GE [BHW® ESEGC B L| 134
NTDB id 1122027 EL147 RS08255 WP 007894963.1 KGN YFKTKFSS KD R QE.SKR LEY EIE.V HIP GLR l Q 156
NTDB id 442 SPYM3 RS08515 WP 011106595.1 ERLYRYFKTKFSSYLKDLLRRQESQKRQFHKLAYEEIGEVAHAIPSRGLR 156
NTDB id 441 SPYM3 RS01385 WP 011106595.1 ERLYRYFKTKFSSYLKDLLRRQESQKRQFHKLAYEEIGEVAHAIPSRGLE 156
NTDB id 450 SPYM18 RS08475 WP 011018214.1 ERLYRYFKTKFSSYLKDLLRRQESQKRQFHKLAYEEIGEVAHAIPSRGLR 156
NTDB id 449 SPYM18 RS01395 WP 011018214.1 ERLYRYFKTKFSSYLKDLLRRQESQKRQFHKLAYEEIGEVAHAIPSRGLR 156
NTDB id 448 SpyM6JRS4 IIIONASTO IO ORI A ki I I RI. YRYFKTKFSSYLKDLLRRQESQKRQFHKLAYEEIGEVAHATIPSRGLEK 156
NTDB id 447 SpyMGJRS4 IRTONRCYAOIRT I NNl RS I F R . YRYFKTKFSSYLKDLLRRQESQKRQFHKLAYEEIGEVAHAIPSRGLR 156
NTDB id 554 STRINF RS00370 WP 115283725.1 o MYS]YFKTKFSI\psl KD 133
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NTDB id 424 SGO RS10430 WP 012130755.1 160
NTDB id 423 SGO RS08370 WP 012130755.1 160
NTDB id 44 SMU RS09085 WP 002263585.1 160
NTDB id 1122027 EL147 RS08255 WP 007894963.1 Ce 180
NTDB id 442 SPYM3 RS08515 WP 011106595.1 IRGERFKGRRALLRKISPYFKEFAQQLP 183
NTDB id 441 SPYM3 RS01385 WP 011106595.1 IRGERFKGRRALLRKISPYFKEFAQQLR 183
NTDB id 450 SPYM18 RS08475 WP 011018214.1 IRGERFKGRRALLRKISPYFKEFAQQLP 183
NTDB id 449 SPYM18 RS01395 WP 011018214.1 IRGERFKGRRALLRKISPYFKEFAQQLE 183

NTDB id 448 SpyM6JRS4 RS07800 WP 010921894.1 pRAGINANCCIYIRNNAQNIR AN AW ARINIE 183
NTDB id 447 SpyM6JRS4 RS01370 WP 010921894.1 pRAesHnqesniN VRN QRSN an e nja)s . 183
NTDB id 554 STRINF RS00370 WP 115283725.1 IRGERFG RN 158
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