
logo

MNN
M
T
K
K
N
H
S
L
H
M
S
K
N
P
T
I
F
F
I
L
YKNWKFGITW I

L
S
F
K
P

Q
F
V
L
F
L
G
I
V
I
V
L
I
F
L
V
L
V
I
T
G
S
I
F
L
I
F
L
G
SGVAAILASGFTSLWFAGTSLFINSTAWYQI

F
L
H
S
T
P
T
Q
D
P
K
F
H
T
S
G
T
S
A
E
N
V
K
S
T
N
Q
S
T
N
E
F
N

G
S
V
N
S
A
Q
N
G
K
N
K
P
T
N
A
T
STTVIVSTKNTQVTI

S
T
AYDKTNKSTESTNNSTTEKQAVDKNNVKVQKNDTAVVSVI

NTDB id 425 SGO RS10525 WP 012131081.1 ..MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNN.NQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVI 77
NTDB id 539 SM12261 RS09395 WP 000681587.1 ..MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 256 KZH43 RS10270 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 215 SPD RS10945 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 181 SPR RS10425 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 145 SP RS11450 WP 000681597.1 ..MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVI 76
NTDB id 1122012 EL147 RS06040 WP 007891607.1 ......MTIIKNISKLFGILVVGILGGVIAFFALSAFHPDFTNNQEGVAKPTTVSKVTYKNTTNTTKAVKVVQNAVVSVI 74
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVI.FLTFILGVISTLTFNWI...TGNKSFSNNGKTTVSNVIYDTKSNTTKAVKNVKNTVVSVI 76
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NTDB id 425 SGO RS10525 WP 012131081.1 TYSESNSDA....IFDN...NNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDT 150
NTDB id 539 SM12261 RS09395 WP 000681587.1 TYSANRQNS....VFGN...DDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 256 KZH43 RS10270 WP 000681597.1 TYSANRQNS....VFGN...DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 215 SPD RS10945 WP 000681597.1 TYSANRQNS....VFGN...DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 181 SPR RS10425 WP 000681597.1 TYSANRQNS....VFGN...DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 145 SP RS11450 WP 000681597.1 TYSANRQNS....VFGN...DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADT 149
NTDB id 1122012 EL147 RS06040 WP 007891607.1 NYRKSDSANQTYDIFGEARPSSKDDNGYSIYSEGSGVIYKKEGKEAYIVTNNHVIDKTDRIEILLADGSKVVGKLVGADT 154
NTDB id 381 SMU RS09890 WP 002262650.1 NYQKTDNSYYNYDSG..SQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDT 154
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NTDB id 425 SGO RS10525 WP 012131081.1 YSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAI 230
NTDB id 539 SM12261 RS09395 WP 000681587.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 256 KZH43 RS10270 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 215 SPD RS10945 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 181 SPR RS10425 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 145 SP RS11450 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 1122012 EL147 RS06040 WP 007891607.1 YSDLAVVKVSSEKIKTIAKFANSANLNVGEVAIAIGSPLGTEYANSVTEGIVSSLSRTVTLKNDEGQTISTNAIQTDAAI 234
NTDB id 381 SMU RS09890 WP 002262650.1 YSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAI 234
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NTDB id 425 SGO RS10525 WP 012131081.1 NPGNSGGPLVNIQGQVIGITSSKIANTN..NGSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSS 308
NTDB id 539 SM12261 RS09395 WP 000681587.1 NPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSD 305
NTDB id 256 KZH43 RS10270 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 215 SPD RS10945 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 181 SPR RS10425 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 145 SP RS11450 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 1122012 EL147 RS06040 WP 007891607.1 NPGNSGGALINIEGQVIGINSSKISQSN..ASGNAVEGMGFAIPSNDVIKIINQLEAKGEVIRPAIGIRMVNLGDLSTNA 312
NTDB id 381 SMU RS09890 WP 002262650.1 NPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSG 314
consensus !!!!!!!*!*!!*!!!!!!*!!!!** *****!!!*!!!!!*!!***!!*!!!**!*!*!!!*!!*!*!!*******



logo

L
R
S
I
N
D
R
Q
T
RLQKNLVIPDESDNVKTGNSGI

V I
VVALRSTVI

Q
D
T
S
G
NMPAVDNGKHLKEQKYDI

V ITEKI
VDGDETKKVEVINSATSAIKSSTDI

LQS IALYGKNHEKSKINGEDDEKTIKLVITFYYRDEGNKGDEKKEKQETVTETS IQKLDTN
NTDB id 425 SGO RS10525 WP 012131081.1 SDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLT 388
NTDB id 539 SM12261 RS09395 WP 000681587.1 IRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLD 385
NTDB id 256 KZH43 RS10270 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 215 SPD RS10945 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 181 SPR RS10425 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 145 SP RS11450 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 1122012 EL147 RS06040 WP 007891607.1 LNQLQVPEDVKGGIVVASVIDNMPAVGKLKQYDIITEIDGEVVNTKSDLQSILYGHEINDDIKVTYYRGKEKKTTTIKLT 392
NTDB id 381 SMU RS09890 WP 002262650.1 RDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLT 394
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logo KTSTSDKQGDLKNSEEHSE
NTDB id 425 SGO RS10525 WP 012131081.1 KSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 KSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 KSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 KSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 KSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 KSSGDLES. 393
NTDB id 1122012 EL147 RS06040 WP 007891607.1 KTTKDLKE. 400
NTDB id 381 SMU RS09890 WP 002262650.1 KTSQDLNH. 402
consensus !***!!**

X non conserved

X similar

X ≥ 50% conserved


