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MBEKLVEVKD EISFGEG KKFVAV NANFFINKGETFSLVGESGSGKTTIGRAIIGLN TSI4G I DGKMINGISYS S
MPEKLVEVKDVEISFGEGEKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGJSILSHS

MPEKLVEVKDVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS
MPEKLVEVK VEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS

i AR NS AL i

EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG
EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG

AL 0 [RRALLMRAEL YN ORAT AL VT

IAR LVMpP JJVIADEPISALDVSVRAQVLNLLKKHQKENGLTYLFIAHDLSVVRFISDRIAVIBIKGYIVEVAETEEL S
IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN
IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN
IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN

I YIRLAP P LN E Y oA e

NPIHPYTKSLLSAVPIPDPILERKKILIMVYRN] QHDYSVDKPIMVE PGHFVW NKIE ENJY[R]KE)RSs 307
NPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKINEIETYRKEQSK 309
309
NPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309
Dok Dok | Dok

X non conserved
B similar
> 50% conserved
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