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NTDB id 1121992 EL147 RS03255 WP 007894828.1 MADNRSHLEEKYTWDLTTIFDSDQKWETEVNDLKIDLEKAQTLAGHLLDSAKNLLETTEIQLDLSRRIEKVYVYAHMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! !!!*!!!!!!!!!!!!!! *! !!!! !! !! !!!!!!!!!!!! !!* * ! !!*!!*!!!!*!!!!
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NTDB id 1121992 EL147 RS03255 WP 007894828.1 QDTTVAKYQEYQSKASALYARFSEVFSFYEPEFMTILPSQFDDFLKEEPRLEDYHHFFEKLLKNKEHVLSQAEEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!!* !!!!! !!! !! !! ! **!!!!! * * *! !! ! !*!*!!*!! !!*!!!!! !!!!!*!
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VRKQAGAYEALMYGSTYEQFQHTYAKQTLQGTNVVKVHN
NTDB id 1121992 EL147 RS03255 WP 007894828.1 QEIFNGAEETFGLLDNADIQFPIIKDEKGREIEITHGNFIHLMESKDRQVRQAAYEALYSTYEQFQHTYAKTLQTNVKVN 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!!!!* *!! *!!!!!! !! * ! ! *!*!!!!!!*!!!!!!! *! *!!!!*! !!!!!!!!!! !!! !!!*

logo NYKQAKRVHRHYNTSARHQAALMAANF IPESTVYDSTLLESVVNKRHKLPLLHRYLDELRKKI
VLGLDEETLKMYDVYTPLSEQTDELTASLVNTYDEEQASLEK

NTDB id 1121992 EL147 RS03255 WP 007894828.1 NYKARVHHYTSARQAAMAANFIPETVYDTLLEVVNRKLPLLHRYLELRKKILGLETLKMYDVYTPLSQTDLSVNYDQALE 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !! !*!*!! !!!*!!*!!!!!!!*!!!*!!! !!**!!!!!!!!*!!!!*!!!* !!!!!!!!!!! !* * !* !

logo KAEEVLAS I FGEKEYSDKGYVHAQAFSTERWIDVHPVNKGKRSGAYSGGAYDTKNAFMLLNWQDNTLDNLFYTLVHETGHSLHSTFLTRKQNT
NTDB id 1121992 EL147 RS03255 WP 007894828.1 KAEEVLSIFGKEYSDYVHQAFSERWIDVHVNKGKRSGAYSGGAYDTKAFMLLNWQDNLDNLYTLVHETGHSLHSTLTRKN 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!!!!! !!! !!! !! !!*!!!!!!!*!!!!!!!!!!!!!!!! !!!!!!!!! !!!!*!!!!!!!!!!!!! !!

logo QPYVYGDYPS I FLAE IASTTNENI LTEATLLKDEVKTDDEKETRFAI LNHNYLDGFKRGTI
VFRQSTQFAEFEHAIHYEQADAQASGDQI

VLTASDFY
NTDB id 1121992 EL147 RS03255 WP 007894828.1 QPYVYGDYSIFLAEIASTTNENILTEALLKDVTDEKERFAILNNYLDGFRGTIFRQSQFAEFEHAIYQADQAGDVLTSDY 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!! !!!*! !*! !!!!!!*!!!!!*!!*!!!*!!!!!!!!!* !! ! *!! !*
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NTDB id 1121992 EL147 RS03255 WP 007894828.1 LNNLYGQLNEKYYGLAKEDNYYIQYEWARIPHFYYNYYVYQYATGFAAASYLANKIVHGQQKDIDNYLSYLKAGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!* !!!!!! ! !!!! !!*!! !!!!!! !!!!!!!!!!!!!!!!!! !!!!! ! * !!*!!!!! !!!!!
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E
NVIAKKAGVDMTNETDVYLDEADAFKTI

VFEDERLTVELEALVEKGVHLS
NTDB id 1121992 EL147 RS03255 WP 007894828.1 NVIAKAGVDMTNEVYLEDAFTIFEERLTELEALVEKGVHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !!!!!!!! !!* !! *!!*!! !!!!!!!!!!!!*
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