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FSFYFSIHRFNFAGVFTGL I FFSAVTMTVL I I ILQVMHFSGS ILYSTSVDENDSKLKQHAIGALTSSESNVPNQDAYVVINQMLTALI SNHRNANTPEEVITKEDAILQEPNGATR
NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNP.ITEAENG. 78
NTDB id 1121844 EL140 RS03690 WP 000482347.1 MFNKLKKTWYADDFSYFIRNFGVFTLIFSAMTLIILQVMHSSLYTSVDEKLQALSSSPQAVIQLALNRATEEVKDIQPAT 80
NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
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SYGQTEEKTIYRMTVVITLVMKEVTNNSI SDSFVYSPSTQN
NTDB id 363 SMU RS05195 WP 002262215.1 DASFKVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTVTVKVNN.DFYPQ 157
NTDB id 1121844 EL140 RS03690 WP 000482347.1 ADANKAEIKPNVSSNTEVLLFDKDFNQLLLGNRFLGLDKIKLDKKELNHIRQIQVVNSYGQEETYRMILMETNSSSVSSN 160
NTDB id 259 KZH43 RS03480 WP 000491790.1 ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN 160
NTDB id 218 SPD RS03780 WP 000491790.1 ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN 160
NTDB id 184 SPR RS03565 WP 000491790.1 ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN 160
NTDB id 148 SP RS03910 WP 000491790.1 ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTN 160
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NTDB id 363 SMU RS05195 WP 002262215.1 IKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTPLAVLQNRLE 237
NTDB id 1121844 EL140 RS03690 WP 000482347.1 VKYAAVLINTSQLEQISQNHEHLIVVVMASFWLLSLIASVYLARVSVKPLLESMQKQKSFVENASHELRTPLAVLQNRLE 240
NTDB id 259 KZH43 RS03480 WP 000491790.1 IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE 240
NTDB id 218 SPD RS03780 WP 000491790.1 IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE 240
NTDB id 184 SPR RS03565 WP 000491790.1 IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE 240
NTDB id 148 SP RS03910 WP 000491790.1 IKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLE 240
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NTDB id 363 SMU RS05195 WP 002262215.1 SLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLHIINKV 317
NTDB id 1121844 EL140 RS03690 WP 000482347.1 NLFRKPEATIMESSESIASSLEEVRNMRFLTTNLLNLARRDDGIKPEIAEVSPQFFKTTFANYELIASENDRIFEYENRI 320
NTDB id 259 KZH43 RS03480 WP 000491790.1 TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRI 320
NTDB id 218 SPD RS03780 WP 000491790.1 TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRI 320
NTDB id 184 SPR RS03565 WP 000491790.1 TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRI 320
NTDB id 148 SP RS03910 WP 000491790.1 TLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRI 320
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VKYTDENEDGKE I EWDLFDVLVIHKSTATDRHSNL IYFLSTLVATSDNGQIG I SADTTEDKKKI FDRFYRVDKARTRQKGGF
NTDB id 363 SMU RS05195 WP 002262215.1 NRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTRQKGGF 397
NTDB id 1121844 EL140 RS03690 WP 000482347.1 YRPFMTDQLLLKQLMTILFDNAIKYTEEDGKIEFVVHATDRHLYLTVTDNGIGISATDKKKIFDRFYRVDKARTRQKGGF 400
NTDB id 259 KZH43 RS03480 WP 000491790.1 HRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF 400
NTDB id 218 SPD RS03780 WP 000491790.1 HRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF 400
NTDB id 184 SPR RS03565 WP 000491790.1 HRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF 400
NTDB id 148 SP RS03910 WP 000491790.1 HRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGF 400
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NTDB id 363 SMU RS05195 WP 002262215.1 GLGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK....... 435
NTDB id 1121844 EL140 RS03690 WP 000482347.1 GLGLSLAKQIVDALRGTISVKDNKPRGTIFEVKIAIQSPSKRKNK 445
NTDB id 259 KZH43 RS03480 WP 000491790.1 GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK. 444
NTDB id 218 SPD RS03780 WP 000491790.1 GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK. 444
NTDB id 184 SPR RS03565 WP 000491790.1 GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK. 444
NTDB id 148 SP RS03910 WP 000491790.1 GLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK. 444
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