DT ERES

1AL e ST A

NI

Wil

NTDB id 422 SGO RS10255 WP 012131059.1 80
NTDB id 1121811 EL140 RS00205 WP 000801576.1 80
NTDB id 248 KZH43 RS00225 WP 000801613.1 80
NTDB id 207 SPD RS00240 WP 000801613.1 80
NTDB id 172 SPR RS00235 WP 000801613.1 80
NTDB id 132 SP RS00260 WP 000801611.1 80
NTDB id 512 SMSK321 RS10735 WP 000801634.1 80
NTDB id 484 SM12261 RS00280 WP 000801588.1 80
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NTDB id 1121811 EL140 RS00205 WP 000801576.1 237
NTDB id 248 KZH43 RS00225 WP 000801613.1 237
NTDB id 207 SPD RS00240 WP 000801613.1 237
NTDB id 172 SPR RS00235 WP 000801613.1 237
NTDB id 132 SP RS00260 WP 000801611.1 237
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LHLNPEYNES [RVAEGTEILAQ YP)S IWIEIRKHMK LgyY SSKDV pyIKWGDISVR pTESND AINNQ Q Q
VLHLNPETS S MVAEGTLLAQLYPSLE EGKPKLTAYLSSKDVAR K GDSVRYTTTRDAINNQ FLDSTITSIDATATK
VLHLNPETSDS MVAEGTLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDA@NQLFLDSTITSIDATATK
VLHLNPETSDS MVAEGTLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDA@®NQLFLDSTITSIDATATK
MVAEGTLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDA@NQLFLDSTITSIDATATK
MVAEGRALLAQLYPSLE EGKAKLTAYLSSKVARIKVGDSVRYTTTHDAENQLFLDSTITSIDATATK

VLHLNPETSDS MVAEGTLLAQLYPSLE EGKAKLTAYLSSKDVARIKVGDSVRYTTTHDAJSNQ FLDSTITSIDATATK

VLHLNPETSDS MVAEGRLLAQLYPSLE EGKJJKLTAYLSSKDVARIKVGDSVRYTTTHDAJNQLFLDSTITSIDATATK
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