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NTDB id 112162 DENG RS13430 WP 002368406.1 MQRKDVTPNSDKKSLLQKFG...IGLAGGLLGGALILGGAYSGIIPTPNGGNNAATTTSTNHGDTKVSNVSYNVSSDVTKAVKKV 82
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPF...LKWFIPFLVIFLTFILGVISTL...TFN...WITGNKS......FSNNGK..TTVSNVIYDTKSNTTKAVKNV 68
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFF...KKTLQVFIVLLVGFIGGVAGTW...GFS...YFSTPHS......ATNNNQKTATTVTTSYKNSNSTTEAVDKV 69
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFY...KKGFQLLVVIVISFFSGALGSF...SIN...QLTQKST......EST.SNNNSTITQTAYKNENSTTQAVNKV 68
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFY...KKWFQLLVVIVISFFSGALGSF...SIT...QLTQKSS......VNN.SNNNSTITQTAYKNENSTTQAVNKV 68
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFY...KKWFQLLVVIVISFFSGALGSF...SIT...QLTQKSS......VNN.SNNNSTITQTAYKNENSTTQAVNKV 68
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFY...KKWFQLLVVIVISFFSGALGSF...SIT...QLTQKSS......VNN.SNNNSTITQTAYKNENSTTQAVNKV 68
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFY...KKWFQLLVVIVISFFSGALGSF...SIT...QLTQKSS......VNN.SNNNSTITQTAYKNENSTTQAVNKV 68
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NTDB id 112162 DENG RS13430 WP 002368406.1 QNSVVSVINMQSASNNSSADDPFGGLFGGNEGTQDSSGNNGNDLEAASEGSGVIYKKDGKTAYVVTNNHVVDKAQGLEVVLSDGT 167
NTDB id 381 SMU RS09890 WP 002262650.1 KNTVVSVINYQKTDNSYYNYDS.........GS.QEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGK 143
NTDB id 425 SGO RS10525 WP 012131081.1 KDAVVSVITYSESNSDAIF...............DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGN 139
NTDB id 539 SM12261 RS09395 WP 000681587.1 KDAVVSVITYSANRQNSVF...............GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
NTDB id 256 KZH43 RS10270 WP 000681597.1 KDAVVSVITYSANRQNSVF...............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
NTDB id 215 SPD RS10945 WP 000681597.1 KDAVVSVITYSANRQNSVF...............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
NTDB id 181 SPR RS10425 WP 000681597.1 KDAVVSVITYSANRQNSVF...............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
NTDB id 145 SP RS11450 WP 000681597.1 KDAVVSVITYSANRQNSVF...............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
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NTDB id 112162 DENG RS13430 WP 002368406.1 KVKGELVGTDAYTDLAVIKISSDKVDQVAEFGNSSKITVGEPAIAIGSPLGSDYANSVTQGIISSVNRNITNKNESGETININAI 252
NTDB id 381 SMU RS09890 WP 002262650.1 KVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAI 228
NTDB id 425 SGO RS10525 WP 012131081.1 KVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAI 224
NTDB id 539 SM12261 RS09395 WP 000681587.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAI 223
NTDB id 256 KZH43 RS10270 WP 000681597.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAI 223
NTDB id 215 SPD RS10945 WP 000681597.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAI 223
NTDB id 181 SPR RS10425 WP 000681597.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAI 223
NTDB id 145 SP RS11450 WP 000681597.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAI 223
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NTDB id 112162 DENG RS13430 WP 002368406.1 QTDAAINPGNSGGPLINIEGQVIGINSVKIVQST...SQVSVEGMGFAIPSNDVVNIINQLEKDGKVTRPALGITMSDLTGISSQ 334
NTDB id 381 SMU RS09890 WP 002262650.1 QTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTS 313
NTDB id 425 SGO RS10525 WP 012131081.1 QTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSS 307
NTDB id 539 SM12261 RS09395 WP 000681587.1 QTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTS 304
NTDB id 256 KZH43 RS10270 WP 000681597.1 QTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 215 SPD RS10945 WP 000681597.1 QTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 181 SPR RS10425 WP 000681597.1 QTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
NTDB id 145 SP RS11450 WP 000681597.1 QTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTS 304
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NTDB id 112162 DENG RS13430 WP 002368406.1 QQEQILKIPASVKTGVVVRGVEAATPAEKAGLEKYDVITKVDGQDVSSTTDLQSALYKKKVGDKMEVTYYRGSKEMKATIDLTID 419
NTDB id 381 SMU RS09890 WP 002262650.1 G.RDTLKIPSDVTSGIVVLSTQSGMPAD.GKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKT 396
NTDB id 425 SGO RS10525 WP 012131081.1 S.SDRLKLPDNVKNGVVVRSTQTGMPAD.GKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKS 390
NTDB id 539 SM12261 RS09395 WP 000681587.1 D.IRRLNIPSNVTSGVVVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKS 387
NTDB id 256 KZH43 RS10270 WP 000681597.1 D.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKS 387
NTDB id 215 SPD RS10945 WP 000681597.1 D.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKS 387
NTDB id 181 SPR RS10425 WP 000681597.1 D.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKS 387
NTDB id 145 SP RS11450 WP 000681597.1 D.IRRLNIPSNVTSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKS 387
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NTDB id 112162 DENG RS13430 WP 002368406.1 KSALTQQNNRSNQ 432
NTDB id 381 SMU RS09890 WP 002262650.1 SQDLNH....... 402
NTDB id 425 SGO RS10525 WP 012131081.1 TDDLSSE...... 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 SGDLES....... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 SGDLES....... 393
NTDB id 215 SPD RS10945 WP 000681597.1 SGDLES....... 393
NTDB id 181 SPR RS10425 WP 000681597.1 SGDLES....... 393
NTDB id 145 SP RS11450 WP 000681597.1 SGDLES....... 393
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