. e AR RO A

NTDB id 1121566 EL134 RS02835 WP 048684925.1 37
NTDB id 358 SMU RS01425 WP 002263523.1 P| S| 80
NTDB id 421 SGO RS10260 WP 012131060.1 Q) RIQVD IDCGVA LAM FGYYGSY SLA 36
NTDB id 483 SM12261 RS00275 WP 000668315.1 MARPQVDOMDCGVASLAMVEFGYYGSYYSLA 36
NTDB id 511 SMSK321 RS10730 WP 000668322.1 MMRPQVDOMDCGVASLAMVFGYYGSYYSLA 36
NTDB id 247 KZH43 RS00220 WP 000668290.1 36
NTDB id 206 SPD RS00235 WP 000668290.1 36
NTDB id 171 SPR RS00230 WP 000668290.1 36
NTDB id 131 SP RS00255 WP 000668284.1 36
consensus

AREA 0. TAL s o E AR T e T ks A

NEI: I’:’ (g 1 DK () LKNA L )

NTDB id 1121566 EL134 RS02835 WP 048684925.1 117
NTDB id 358 SMU RS01425 WP 002263523.1 MLREL KTIBANGTTALG VjaIAIY GFETR IKADMTLFDDLT PF [HV K4 LMHY Y VVNGEIAY (W 160
NTDB id 421 SGO RS10260 WP 012131060.1 PLREAKTTRYDGTTALGLVKVAE[Y [FETRAKADM LFDLJX PF AH LK GKLLHYYVVTGQDK[E IHIADPDP[ 116

NTDB id 483 SM12261 RS00275 WP 000668315.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 511 SMSK321 RS10730 WP 000668322.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKESIHIADPDPG 116

NTDB id 247 KZH43 RS00220 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 206 SPD RS00235 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 171 SPR RS00230 WP 000668290.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 131 SP RS00255 WP 000668284 .1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116

consensus Il [ I e gy o pey I Y R Y Y oy oy ey rrrn Frrle LIk

WL THLERERFeeE T SO el L ke M MATLV T VESYYG Y

(L)
NTDB id 1121566 EL134 RS02835 WP 048684925.1 197

NTDB id 358 SMU RS01425 WP 002263523.1 VK T ERF GEWTG [ FAPP YKPHK[§ KNGLEJJFIgP EM 240
S L

NTDB id 421 SGO RS10260 WP 012131060.1 VK TK BRERFE EWTG T FJRAPSPRYKPE[NERKNGLLWFIP L KQ GLIWNIVLATLLVT INIVGSYYLQSIIDTY 196
NTDB id 483 SM12261 RS00275 WP 000668315.1 VKLTKLPRERFE\EEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVT INIVGSYYLQSIIDTY 196
NTDB id 511 SMSK321 RS10730 WP 000668322.1 VKLTKLPRERFER\EEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY] 196
NTDB id 247 KZH43 RS00220 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY] 196
NTDB id 206 SPD RS00235 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY] 196
NTDB id 171 SPR RS00230 WP 000668290.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY] 196
NTDB id 131 SP RS00255 WP 000668284.1 VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY 196
consensus Dok ok ok Prx 1111 ! ! Pookokok | Lok | Dok | 1ok 1ok | P Pk x| Ul IESER RS

LY

kL ST

T

- g LY M MULHEL UL S

L

NTDB id 1121566 EL134 RS02835 WP 048684925.1 277
NTDB id 358 SMU RS01425 WP 002263523.1 AREYLLIAVLEARLJIDVILSYIKH F@WLPMSFFATRRTGEIPSRFTDANNII 320
NTDB id 421 SGO RS10260 WP 012131060.1 TLG ISIGL IVYILQQELSYAQEYLLLVLGQRLSIDVILSYIKHVF[NLPMSFFATRRTGEIVSRFTDANRKIII 276

NTDB id 483 SM12261 RS00275 WP 000668315.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 511 SMSK321 RS10730 WP 000668322.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276

NTDB id 247 KZH43 RS00220 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 206 SPD RS00235 WP 000668290.1 VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276
NTDB id 171 SPR RS00230 WP 000668290.1 VPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII 276

NTDB id 131 SP RS00255 WP 000668284.1 VPDQMRSTLGIISIGLVIVYIFQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSI I|EYAS
consensus T N N N N e e N e N e NN NN e N N



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1121566 EL134 RS02835 WP 048684925.1

358
421
483
511
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1121566 EL134 RS02835 WP 048684925.1

358
421
483
511
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1121566 EL134 RS02835 WP 048684925.1

358
421
483
511
247
206
171
131

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1121566 EL134 RS02835 WP 048684925.1

358
421
483
511
247
206
171
131

consensus

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SM12261 RS00275 WP 000668315.1
SMSK321 RS10730 WP 000668322.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SM12261 RS00275 WP 000668315.1
SMSK321 RS10730 WP 000668322.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SM12261 RS00275 WP 000668315.1
SMSK321 RS10730 WP 000668322.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

SMU RS01425 WP 002263523.1

SGO RS10260 WP 012131060.1
SM12261 RS00275 WP 000668315.1
SMSK321 RS10730 WP 000668322.1
KZH43 RS00220 WP 000668290.1
SPD RS00235 WP 000668290.1

SPR RS00230 WP 000668290.1

SP RS00255 WP 000668284 .1

LA 113 DS s sl LA

e CHE B AL

i

L

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET]

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQONTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET|
DU DD Dok Dok DD Dok Dotk D Lok b Dok LDk D Dokor Dok Dokook Lok Dok Do b1 Dok Dokook § 1ok | NI

L AL DI RE bl L A DS

IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN

IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
I e N o I R ey Y e Y e ey Ry ey Ry R Y ROy Ry Ry oy i e e ey W

0 MR ARyt ke Y RN sD L Sl

Q
P ENIINLQ KLQ AJVANWRLNEVYLVIASEFEEEE] F WSigMIGDM Fid [YKYG GRDJELSDINL I}@NGSKV |8V
PLENIINLQTKLQ AJVANBRRLNEVYLVIQSEFEEKK|S |{DL Sl DpRYF [EVEIYKYGYGR VLS I LEIIPIAGSKE FV
PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEYKYGYGRDVLIMDINLTIPQGSKVAFYV|
PLENIINLQTKLQTAQVANNRLNEVYLVESEFEEKKTVEDLSLMKG MTFKQVpYKYGYGRDVLSDINLTIPQGSKVAFV

] DU Uk b bk bok Db DU DD L Do b b L1 * ®okokokokkokkokok Lokl |k | Dk ok |okoskokok | ok | koo |

ST R e AR AT

G SGSGK T YKIm#V F [EJPSING LNGHATS IDK WLRNJY NY PQEPY FBIGT |QENLLLG[¢ |3oM4T ED Al

GIASGSGKTTLAKIB{VNFY PJYGH B WALRBSEITFYLPQQRAYVFEG I NL LGAKEGT QEDI RA[E
G SGSGKTTLAKMMVEFYRAPRQG I[LGGVNLNQ DKRALRQYINYLPQQPYVFNGTILENLLLGA EGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE

GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE

GISGSGKTTLAKMMVNFYDPSQGEISLGEVNLNQIDKKALRQYINYLEQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
DR DDLU Dor Dok Lok Dok Ldox LRk TN R e N

357
400
356
356
356
356
356
356
356

437
480
436
436
436
436
436
436
436

517
560
516
516
516
516
516
516
516

597
640
596
596
596
596
596
596
596



!

LSS TR L KT

DR WATEL D3 CRRAAL TR i

NTDB id 1121566 EL134 RS02835 WP 048684925.1
NTDB id 358 SMU RS01425 WP 002263523.1 AETREDIEMNMPRYQTELRSDGAGISGGQ QRIALARALLT[MAPVLILDEATSSLDILTEK I ENL
NTDB id 421 SGO RS10260 WP 012131060.1 LAEIRSIDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI DNL
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NTDB id 206 SPD RS00235 WP 000668290.1 LAETREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 171 SPR RS00230 WP 000668290.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 131 SP RS00255 WP 000668284.1 LAETREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL .
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