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NTDB id 425 SGO RS10525 WP 012131081.1 ...........MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKV 69
NTDB id 539 SM12261 RS09395 WP 000681587.1 ...........MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SNNNSTITQTAYKNENSTTQAVNKV 68
NTDB id 256 KZH43 RS10270 WP 000681597.1 ...........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKV 68
NTDB id 215 SPD RS10945 WP 000681597.1 ...........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKV 68
NTDB id 181 SPR RS10425 WP 000681597.1 ...........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKV 68
NTDB id 145 SP RS11450 WP 000681597.1 ...........MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKV 68
NTDB id 1121556 EL133 RS11255 WP 196792571.1 MTHGGRKGLNKFKSGSKTLLKL...LILIIAGFVGGMIATFTLN..SSSNSITSKG..NVTTSKVAYENTTNTTKAVKKV 73
NTDB id 381 SMU RS09890 WP 002262650.1 ........MNNT..KSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNNG..KTTVSNVIYDTKSNTTKAVKNV 68
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NTDB id 425 SGO RS10525 WP 012131081.1 KDAVVSVITYSESNSDA.....IFD....NNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNK 140
NTDB id 539 SM12261 RS09395 WP 000681587.1 KDAVVSVITYSANRQNS.....VFG....NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTK 139
NTDB id 256 KZH43 RS10270 WP 000681597.1 KDAVVSVITYSANRQNS.....VFG....NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTK 139
NTDB id 215 SPD RS10945 WP 000681597.1 KDAVVSVITYSANRQNS.....VFG....NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTK 139
NTDB id 181 SPR RS10425 WP 000681597.1 KDAVVSVITYSANRQNS.....VFG....NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTK 139
NTDB id 145 SP RS11450 WP 000681597.1 KDAVVSVITYSANRQNS.....VFG....NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTK 139
NTDB id 1121556 EL133 RS11255 WP 196792571.1 QNAVVSVINYKKQSSTDNAYSQFFGNSDSNSNSNDNEMSIYSEGSGVIYKKDGNSAYLVTNNHVIDGADRIEIQLADGSK 153
NTDB id 381 SMU RS09890 WP 002262650.1 KNTVVSVINYQKTDN...SYYNYDS.GSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKK 144
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NTDB id 425 SGO RS10525 WP 012131081.1 VPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIA 220
NTDB id 539 SM12261 RS09395 WP 000681587.1 VPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS 219
NTDB id 256 KZH43 RS10270 WP 000681597.1 VPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS 219
NTDB id 215 SPD RS10945 WP 000681597.1 VPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS 219
NTDB id 181 SPR RS10425 WP 000681597.1 VPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS 219
NTDB id 145 SP RS11450 WP 000681597.1 VPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS 219
NTDB id 1121556 EL133 RS11255 WP 196792571.1 VVGKLVGSDTYSDIAVVKISSSKVKSVAEFANSTKLNVGERAIAIGSPLGTEYANSVTEGIVSSLSRTVTLKNESGETVS 233
NTDB id 381 SMU RS09890 WP 002262650.1 VVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETIS 224
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NTDB id 425 SGO RS10525 WP 012131081.1 TQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTN..NGSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQM 298
NTDB id 539 SM12261 RS09395 WP 000681587.1 TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQM 295
NTDB id 256 KZH43 RS10270 WP 000681597.1 TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQM 295
NTDB id 215 SPD RS10945 WP 000681597.1 TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQM 295
NTDB id 181 SPR RS10425 WP 000681597.1 TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQM 295
NTDB id 145 SP RS11450 WP 000681597.1 TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQM 295
NTDB id 1121556 EL133 RS11255 WP 196792571.1 TNAIQTDAAINPGNSGGPLINIEGQVIGINSSKISSTSSTSSGDSVEGMGFAIPSNDVVKIINQLEKNGEVTRPALGISM 313
NTDB id 381 SMU RS09890 WP 002262650.1 TNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISM 304
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NTDB id 425 SGO RS10525 WP 012131081.1 VNLSSLSSSSSDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDG 378
NTDB id 539 SM12261 RS09395 WP 000681587.1 VNLSNINTSDIRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNG 375
NTDB id 256 KZH43 RS10270 WP 000681597.1 VNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNG 375
NTDB id 215 SPD RS10945 WP 000681597.1 VNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNG 375
NTDB id 181 SPR RS10425 WP 000681597.1 VNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNG 375
NTDB id 145 SP RS11450 WP 000681597.1 VNLSNVSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNG 375
NTDB id 1121556 EL133 RS11255 WP 196792571.1 ASLSDLSTSALSQLNIPSSVTNGIVVASTQSGMPADGKLKQYDVITAIDGESVSSTSDLQSVLYGHSINDTIKVTFYRKS 393
NTDB id 381 SMU RS09890 WP 002262650.1 ANLSEASTSGRDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREK 384
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NTDB id 425 SGO RS10525 WP 012131081.1 KEQTTTIKLTKSTDDLSSE..... 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 KEETTSIKLDKSSGDLES...... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 KEETTSIKLNKSSGDLES...... 393
NTDB id 215 SPD RS10945 WP 000681597.1 KEETTSIKLNKSSGDLES...... 393
NTDB id 181 SPR RS10425 WP 000681597.1 KEETTSIKLNKSSGDLES...... 393
NTDB id 145 SP RS11450 WP 000681597.1 KEETTSIKLNKSSGDLES...... 393
NTDB id 1121556 EL133 RS11255 WP 196792571.1 EKKTVEIKLTKTTKDLSSKEQTNP 417
NTDB id 381 SMU RS09890 WP 002262650.1 DKQTVEIQLTKTSQDLNH...... 402
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