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M FEKIEWAYVIY L NEQ@M WNQLNTH YDA IEQN pd LGARSNY KSNINENNDRAL WLIL REEWWRNFQF IF IKAMQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
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ISLQ NHQFTPD IGF | L BLTQEKIBSLDIIEIGSGTGNLA TI NS Y GIE DDLLIDLSASIA SE
QQLQSNHQFTPDSIGFIILYLLEGLTNHKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDS
QQLQSNHQFTPDSIGFIILYLLEGLTN KSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDS
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SINF QEDAVRPBIILKESDIJII DLP G YPNDIIARARY VA BQIHTYAHHLLMEQSLKYLKK GiJAINLAPEDLLENS
SVHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSE
SVHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSE
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LNKQ[NSSIRWE FV PL -D gy PESLINEMINSIE - KW - DA
QSPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF

QSPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF
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X non conserved
B similar
>50% conserved
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