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NTDB id 1121552 EL133 RS10210 WP 006739646.1 MNFEKIEQAYEIILENSQLIQNQLNTHIYDAIIEQNSYFLGAKTDNKTINKNNDILKTLALTSEEWQRVFQFIFIKAGQT 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!!!!*!!***!*!*!****!!*!!*!!!*!!!!***!!!******!**!!**!**!*!**!!!*!*!!!!!!!!*!*
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NTDB id 1121552 EL133 RS10210 WP 006739646.1 EKLQANHQFTPDTIGFLFVFLIDSLTKGKESLDIIEIGSGTGNLAQTILNYSQNNLNYLGIEIDDLLIDLSASIAEIMSS 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTN.KSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDS 159
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTN.KSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDS 159
consensus **!!*!!!!!!!*!!!****!***!!* !**!!!!!!!!!!!!!!*!!*!*!*****!*!!!*!!!!!!!!!!!!****!
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NTDB id 1121552 EL133 RS10210 WP 006739646.1 STQFIQGDAVRPHILKESDFIIADLPIGYYPNDEIAARYEVASSKEHTYAHHLLMEQSLKYLKKDGFAIMLAPTDLLASQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 SVHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSE 239
NTDB id 401 FSA28 RS09370 WP 002291646.1 SVHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSE 239
consensus !**!*!*!!!!!*!!!!!!*!!*!!!*!*!!!!*!!*!!*!!****!!!!!!!!!!!!!!!!!!*!*!!*!!!*!!!*!*

logo QSDPLLKSKWLKQGNYNAVSTIQLAVIASLPENALI FGKNQSKYSMNTIKS IYF IVLQKKQQSKQSQLSKLETSFVFYPLSTDI
L
T
Q
N
DPESVLNRYRFMEKSNFRKKWNKQEDNVF

NTDB id 1121552 EL133 RS10210 WP 006739646.1 QSDLLKSWLKGYASIQAVIALPENLFGNSYMTKSIYILQKQQKSLKETFVFPLSDITNPESLNYFMESFRKWNQD... 315
NTDB id 392 SMU RS09000 WP 002263442.1 QSPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 QSPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !!*!!!*!!*****!*!!!*!!!**!******!!!**!*!!*****!*!!*!!*!***!!*!**!!**!*!!**!***
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