
logo MFKI FIKRLNAKEWGMI
V
A
LLSTALF ICLAVWAMDLKSTPESYMSKNITTLLQTKGTTAASDIMDPGSKMLLMFSFGSFFMMSAVI

LVGFLAS
NTDB id 1121548 EL133 RS09595 WP 006739455.1 MFKIIKRLNAKEWGMIALSTLFICLAVWADLKSPSYMSKITTLLQTKGTTAADIMDPGSKMLLFSFGSFMSAVIVGFLAS 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus !!!! !!!!!!!!!!* !!! !!!!!!! !!!*! !!! !!!!!!!!!!!! !!!!!!!!!!*!!!!!! !!*!!!!!!

logo RTAASFTTRLRSDI
VFNQRVI

MDFYSDEAE IKKQFS IVPSLLTRTTNDLTQLQIMIVMGMQVVTRGP IMAAVWALTKIWGKSDEHWTGMA
NTDB id 1121548 EL133 RS09595 WP 006739455.1 RTAASFTTRLRSDVFNQVIDFSDAEIKQFSVPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAAWALTKIWGKSDHWTMA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus !!!!!!!!!!!!!*!! !*!*!*!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!*!! !

logo VGVAVLVIVFMI LMLLSFVI
L
L
M
F
SVAFPRMQRKQI

VQGSLTDANLNGSTTRE I
SLSTGI

VRVVRAYNAEDYQDATKFKNKRENI
K
A
NLTKNLNLFLVNYR I

LMASL
NTDB id 1121548 EL133 RS09595 WP 006739455.1 VGVAVVIVMILLLFILSVAFPRMRKIQGLTDNLNGTTREILSGIRVVRAYNAEDYQDAKFNKENIALTNLNLFVNRIMAL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !!!!!*!! !*! ** !!!!! ! *! !!! !! !!!! !*!*!!!!!!!!!!!!! !! *!! !! !!! ! !*! !

logo MNPVMTVVSSGLTLAVIYW IGAVHYL ILDNDI
V
K
TIPSKMTSMVATALAKMGSANI

V
A
K
D
ER I

VS IVFSDMVVFSSYAMQVI
V
M
VGFMMMVAI F I I LPRALMV

NTDB id 1121548 EL133 RS09595 WP 006739455.1 MNPVMTVVSSGLTLVIYWIGVHLIDDVTISKTSMALAMSNVKERVSIFSDMVVFSSYAMQVIMGFMMMVAIFIILPRAMV 320
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus !!!!!!!!!!!!!! !!!!! *!* !* !* !!* ! * *!*!*!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!*!

logo SAGKR INEVLALKNPSSVHNFKSEEYKSAKAHDENSAVERKGES IVESFHQDVSFRYSVKENSKRADVI EHVSFESAKAGEQTVAF IGSTGSGKSTLVNL IPR
NTDB id 1121548 EL133 RS09595 WP 006739455.1 SAGRINEVLALKPSVNFSEEKAHESVEKGSISFQDVSFRYVKESKDVIEHVSFEAKAGQTVAFIGSTGSGKSTLVNLIPR 400
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !! !!!!!!!! *!!*! ! ** !! * !*!!!!!! ! !* !!!!!!! !!!! !!!!!!!!!!!!!!!!!!!!!

logo

F
LYDAVTEQGAWIKL IVDGIKNI

V
K
QDYSHDQDELNNKVGYIPQKRAVLFSGTI

VRSNI
M
A
NFGQSDQQAGHP I

L
D
NDAAKIWDEALELAQAKDNF IVEEGKNEKG

NTDB id 1121548 EL133 RS09595 WP 006739455.1 LYDVTQGAILVDGINIKDYSHQELNNKVGYIPQKAVLFSGTVRSNMNFGQSQQGHINDAAIWDALELAQAKDFIEGNEKG 480
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !! ! ! ! *!!! * !!!! *!!!!!!!!!!*!!!!!!!*!!!* !!!! !* * !! !!*!!!!!!!! !*! !!!

logo LDATETVASQGGNTNFSGGQKQRLAIARALARKPE I L I FDDSFSALDYKTDRI
QLRNYDLASKQKTKEMTKI

L IVAQR I STIMDADHL I L
NTDB id 1121548 EL133 RS09595 WP 006739455.1 LDATVSQGGNNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRQLRYDLSQKTKEMTKIIVAQRISTIMDADLIL 560
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus !! ! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !! !!!!!!!*!!!!!!!!!!!!!*!!



logo VLDEQGKVVGQGTHKELLAENNDS IVYQE IAYSQLSKEELENGK
NTDB id 1121548 EL133 RS09595 WP 006739455.1 VLDEGKVVGQGTHKELLAENSVYQEIAYSQLSKEELENGK 600
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!! !!!!!!!!!!!!!! ! *!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


