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MR I TF IF§ VVQYHEFGHF FAK SGILVREFAIGMGPKIF HEBEINGT YTIRILPLGGYVRMAGWG DIYTEIKT
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT]
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT)

SR T LA AN

G PASL Ljygy BRVRERINLSE Q D T LPpR(VT BEIDLEDKLTITGLVIPYETKTYQVDHDATIVEEDGTE RIAPHEDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY
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QNAS WGR ITNFAGPMNNFILG VFWILF QGGREY HMATNE RVIEEIZAQSM G KTRDIT
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE|
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE

A@@&MQK@Q#;;;@S&N%EM;YK G0 VEL I AT ke e e AT LT

BMMEK APRRISLDSKHKTIRVSVI@SSIKNTTKK KP KSQESYH GVIHPEALKTGLEYDK \UGGIRS® ER{GAIRA TLAFAL KWL JgN
ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN
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FSLNKLGGPVAM |gMS A QNG IS LBLMGMLS NLGIFNLIPIPALDGGKI MNIIEAIRRKP IMQEfJE YITLAGYV|
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNITIEAIRRKPLNQEIESYITLAGV
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV
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