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TGFKRYS I LASGSSTGNSFYLETPKQKRI

LL IDAGLSTGKKI
V
S
T
Q
SLLMAE IDRKPVDEDLVDAI L IVTHEHKSDHIHKGVGVLARKYGHLD

NTDB id 1121539 EL133 RS07635 WP 006739451.1 MSTNGFKYSILASGSTGNSFYLETPKKRLLIDAGLTGKKVTSLLAEIDRKPEDLDAILITHEHSDHIKGVGVLARKYHLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus !* !!*!!!!!!!!*!!!!!!!!! !!*!!!!!!*!!!** !*!!!!!!**!*!!!!*!!!! !!!*!!!!!!!!!*!!

logo

I
VYANAEAKTWQAVI

MDDCGNMIGKIDSVSQKHI
VFDQLRGKMTITFGDIDI ESFGVSHDAAIDQPQFYRFLMKDGNKSFVI

MLTDTGYVSDRMASDG
NTDB id 1121539 EL133 RS07635 WP 006739451.1 IYANEKTWQVIDDCNMIGKIDSSQKHVFQRGKMITFGDIDIESFGVSHDAIDPQFYRFMKDNKSFVMLTDTGYVSDRMSG 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus *!!! !!! *!** !!!!!! !!!!*! !! !!!!!!!!!!!!!!!!! !!!!! !!! !!!!*!!!!!!!!!!!

logo

I
L I EQNADGYL I ESNHDI

VE I LRASGI
SYPWNSLKQR I LSDKRGHLSNDEDGADETMI

VRTLGNKTKKIYLGHLSKENNI
VKELAHMTMEKN

NTDB id 1121539 EL133 RS07635 WP 006739451.1 IIQNADGYLIESNHDVEILRAGSYPWNLKQRILSDRGHLSNEDGADTMIRTLGNKTKKIYLGHLSKENNIKELAHMTMEN 240
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus *! !!!!!!!!!!!!*!!!! ! !!! !!!!!!!!*!!!!!*!!!*!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !

logo

A
QLMQADLAGVDGHDFKQI

V
C
YDTSPDTACLPLATDKI

NTDB id 1121539 EL133 RS07635 WP 006739451.1 QLMQADLGVGHDFQVCDTSPDTACPLTDI 269
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !!!!!!*! !!! **!!!!!!!*!! !

X non conserved

X similar

X ≥ 50% conserved


