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NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 1121535 EL133 RS05890 WP 269208134.1 .MTKVSKNLKSGTFSHFFHFFTVFTGIFLVMTILILQIMKFGVYSSADSSLKSVSNNATDYAEKTMERMISLYGSSDKPN 79
NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNPITEA...EN 77
consensus ***!**!*******!*!***!*!!!*!!**!!**!*!*!****!*!*!**!*****!***********************
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NTDB id 259 KZH43 RS03480 WP 000491790.1 .ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVST 159
NTDB id 218 SPD RS03780 WP 000491790.1 .ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVST 159
NTDB id 184 SPR RS03565 WP 000491790.1 .ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVST 159
NTDB id 148 SP RS03910 WP 000491790.1 .ADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVST 159
NTDB id 1121535 EL133 RS05890 WP 269208134.1 TSSNEKAKPLNDLTANMDIVLFSKDGTVLNPFDTFSAFHSFSLHRRVLNEIVTTSSTNLYGHEETYHTITLKIKS.PNYP 158
NTDB id 363 SMU RS05195 WP 002262215.1 GDASFKVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTVTVKVNN.DFYP 156
consensus ****!*********!****!**!**********!***************!******!*!!**!*!**************
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NTDB id 259 KZH43 RS03480 WP 000491790.1 NIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRL 239
NTDB id 218 SPD RS03780 WP 000491790.1 NIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRL 239
NTDB id 184 SPR RS03565 WP 000491790.1 NIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRL 239
NTDB id 148 SP RS03910 WP 000491790.1 NIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRL 239
NTDB id 1121535 EL133 RS05890 WP 269208134.1 EIAYMMVVVNVEQLEEANTRYEKIIIIIMVIFWLISIGASIYLANWSRKPILESYEKQKEFVENASHELRTPLAVLQNRL 238
NTDB id 363 SMU RS05195 WP 002262215.1 QIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTPLAVLQNRL 236
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NTDB id 259 KZH43 RS03480 WP 000491790.1 ETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENR 319
NTDB id 218 SPD RS03780 WP 000491790.1 ETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENR 319
NTDB id 184 SPR RS03565 WP 000491790.1 ETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENR 319
NTDB id 148 SP RS03910 WP 000491790.1 ETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENR 319
NTDB id 1121535 EL133 RS05890 WP 269208134.1 ESLFRKPETTIIDNSESIASSLEEVRNMRILTTNLLNLARRDDGLKPELAQINPTFFDDIFKNYELIAEDNGKHLTVTNL 318
NTDB id 363 SMU RS05195 WP 002262215.1 ESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLHIINK 316
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NTDB id 259 KZH43 RS03480 WP 000491790.1 IHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGG 399
NTDB id 218 SPD RS03780 WP 000491790.1 IHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGG 399
NTDB id 184 SPR RS03565 WP 000491790.1 IHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGG 399
NTDB id 148 SP RS03910 WP 000491790.1 IHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGG 399
NTDB id 1121535 EL133 RS05890 WP 269208134.1 LSKSIKSDKTLLKQLMTILFDNAMKYTEEDGHISITIDASDKLFYFTIKDDGPGINEADKKKIFDRFYRVDKARTRQKGG 398
NTDB id 363 SMU RS05195 WP 002262215.1 VNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTRQKGG 396
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logo FGLGLSLAYKQITVEDSALKGSTI
V
E
I
TVKDKNKPQKGVTMVI FEAVRKLI LAAINQKTPSKKKK

NTDB id 259 KZH43 RS03480 WP 000491790.1 FGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 FGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 184 SPR RS03565 WP 000491790.1 FGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 148 SP RS03910 WP 000491790.1 FGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 1121535 EL133 RS05890 WP 269208134.1 FGLGLSLAYQIVESLKGTIEVKDNKPKGTVFEVRI.......... 433
NTDB id 363 SMU RS05195 WP 002262215.1 FGLGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK...... 435
consensus !!!!!!!!*!!***!!!***!!!*!!*!**!!*************
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