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NTDB id 1121531 EL133 RS04305 WP 006739187.1 MAFNKKQQKSIISLIVVIVSVIFIVLSNGNTNSNNSTLTQILSSYLGFNQSHYKQNNSSSQEDTPSQALAESVLTSSVKQ 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 ..MNKKTRQTLIGLLVLLL......LSTGSYYIK.....QM.PSA..PNSPKTNLSQKKQASEAPSQALAESVLTDAVKS 64
NTDB id 221 SPD RS09380 WP 001036779.1 ..MNKKTRQTLIGLLVLLL......LSTGSYYIK.....QM.PSA..PNSPKTNLSQKKQASEAPSQALAESVLTDAVKS 64
NTDB id 187 SPR RS08930 WP 001036779.1 ..MNKKTRQTLIGLLVLLL......LSTGSYYIK.....QM.PSA..PNSPKTNLSQKKQASEAPSQALAESVLTDAVKS 64
NTDB id 152 SP RS09870 WP 001036779.1 ..MNKKTRQTLIGLLVLLL......LSTGSYYIK.....QM.PSA..PNSPKTNLSQKKQASEAPSQALAESVLTDAVKS 64
consensus *!!!*****!*!*!*** !!*!***** !* *!* *!***************!!!!!!!!!!!**!!*

logo

S
Q
L
I
G
K
K
G
N
S
I
L
K
EWNGYSGAF I IVNNGNQKTDNLNDASKVSSQKPYAEDNKTKVTVNGHKQE I

TVPTVANALLSRKATRQYRKNRYKETEGSNRGRSSTNSWKTPAPGWHQ
NTDB id 1121531 EL133 RS04305 WP 006739187.1 SLGKNIKWNGYGAFIINNNQTDLNASVSSQPYAENKTKVVNHQIVPTVANALLSRATRQYRNRYETESRRSNWKPAGWHQ 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 QIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQ 144
NTDB id 221 SPD RS09380 WP 001036779.1 QIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQ 144
NTDB id 187 SPR RS08930 WP 001036779.1 QIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQ 144
NTDB id 152 SP RS09870 WP 001036779.1 QIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQ 144
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logo VYKNLKGESYDTHAVDRGHL ILGYALVIGNGLKDGFDASMTTSNVPNKNIATVQLTAWANQSANQNAREYSTGQNYYESMKVRRKALDSQNKRVRYRVTL
NTDB id 1121531 EL133 RS04305 WP 006739187.1 VYNLKGEYDHAVDRGHLIGYALVGNLKGFDASMTNVNNIATQLAWANQSNNRYSTGQNYYESMVRRALDSNKRVRYRVTL 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 VKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTL 224
NTDB id 221 SPD RS09380 WP 001036779.1 VKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTL 224
NTDB id 187 SPR RS08930 WP 001036779.1 VKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTL 224
NTDB id 152 SP RS09870 WP 001036779.1 VKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTL 224
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NTDB id 1121531 EL133 RS04305 WP 006739187.1 IYDGD.NILSSGSHIEAKSDDGSLEFNVFVPNVQPGLSVDYATGYIKANHS 290
NTDB id 262 KZH43 RS08770 WP 001036779.1 YYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
NTDB id 221 SPD RS09380 WP 001036779.1 YYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
NTDB id 187 SPR RS08930 WP 001036779.1 YYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
NTDB id 152 SP RS09870 WP 001036779.1 YYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
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