
logo MSDNRSTHLELEKDKEYTWDLSTTI
VFAPTDAEADWETVELYENLSLTVYQTDELDKKSAKSAIYAKGHKLKLDESAKSNVLLVGSAITELNYLMDSLLMRR I

LEKI
VYVYASMKND

NTDB id 1121528 EL133 RS03035 WP 006739145.1 MSDNRSHLLKDETWDLSTVFPTDEAWEVELNLLYTELDSAKIYKGKLKESASVLVSITENYLDLLRRIEKVYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !!!!!*!! !!!!*!*!*!! !! ! *! ! ! !*! *!! !* !! !* !*!!*!!*!!!!!!!!!

logo QDTTVAGKLYQEFYQAKASNSLYASQTFLSEAVFASFYFYEPEFLMASLDEDTKNKVFLASEKFKLEEQEPAGLGKLPYDKHYFDEKR I
L
F
LANQKDKHVLSTQEKAEEAELLAAQA

NTDB id 1121528 EL133 RS03035 WP 006739145.1 QDTTVAKYQEFQAKASSLYATFSEVFSFYEPELMSLETNVFSKFLEEEPALKPYKHYFDKIFAQKKHVLTQKEEALLAQA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!!* !!!*!!!!! !! !! ! **!!! ! !* ! ! !!*! *! !!!*** !*! !!!*! ! !!! !

logo

G
Q
D
E I FNGAPSTDETFGNI

VLDNADI LVFPTWVHSDEGNQDGDNEVVESLTHGNF I STLMESKDNRDS IVRKEGAYEALMYGKTYEQQFYQHTYAKQTLQGTNVVKVHQ
NTDB id 1121528 EL133 RS03035 WP 006739145.1 QEIFNGASETFGILDNADIVFPTVHDENDNEVSLTHGNFISLMESKNRSVRKEAYEALYKTYQQYQHTYAKTLQTNVKVQ 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!!!!***!! *!!!!!!*!! !*! * ! !!!!!!!*!!!!! ! *!! !!!!*! !! !*!!!!! !!! !!!*

logo NYQAKVRHNYNQSARHQAALMASANF IPESVYDSTLLEASVNKNHLPLLHRYLMDKLRAKKI
VLDGI

L
D
T
D
ELKMYDVYTPSLSDETDEMTAFLTYDEEQAS ILEK

NTDB id 1121528 EL133 RS03035 WP 006739145.1 NYQAKVRNYQSARQAAMSANFIPESVYDTLLEAVNNHLPLLHRYMKLRAKILDITDLKMYDVYTSLSDTDMAFTYDQAIE 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !!!!!!!*!*!!!*!!* !!!!!!!!!!*!!! !! !!!!!!!!* !! !*! * *!!!!!!!!*!!*!* ! !!* *

logo KASEKEKVLAS IVFGDEDEYLSKGRVEHAKAFSTERWIDVHRPVNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFYTLVHETGHSLHSTFTREQNT
NTDB id 1121528 EL133 RS03035 WP 006739145.1 KSKKVLSVFGDDYLKRVEKAFSERWIDVRVNKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLYTLVHETGHSLHSTFTREN 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus ! !! *!!**! ! !* !!*!!!!!!**!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!

logo QPYVYGDYPS ILFLAE IASTTNENI LMTETLLKESVKQDSDKTETRFAI LNHYLDGFKGTVFRQTQFAEFEHAQIHEIADAQNSGQI
VLTASDEF

NTDB id 1121528 EL133 RS03035 WP 006739145.1 QPYVYGDYSLFLAEIASTTNENIMTETLLKESQSDTERFAILNHYLDGFKGTVFRQTQFAEFEHQIHIADQNGQVLTSEF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!**!!!!!!!!!!!!!*!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!! !! !! !!*!! *!

logo

L
MNKNLYADNLNEKYYGNLKSAKEDNPYEL IQFYEWAER IPHFYMYNYYVYQYATGFAAASYLAEKIVHGTETEDKEIAKYLDTYLKASGNSSDYPSL

NTDB id 1121528 EL133 RS03035 WP 006739145.1 LNNLYANLNEKYYGLSKEDNPLIQYEWARIPHFYYNYYVYQYATGFAAASYLAEKIVHGTTEDKIKYLDYLKSGNSDYSL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!! !!!!!! ! !!!* !!*!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!! !! !!! ! !!!*!



logo

E
NVIAKKAGVDMTNTTVDYLDNAQAFKVFEDKRLTVELEAKLVEKGI

V
H
R
LS

NTDB id 1121528 EL133 RS03035 WP 006739145.1 NVIAKAGVDMTTVDYLNQAFKVFEKRLTELEKLVEKGIR.. 599
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !!!!!!! !!! !!!!!! !! !!! !!!!!****

X non conserved

X similar

X ≥ 50% conserved


