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NTDB id 1246 GCO85 RS03350 WP 061470007.1 ...........MEIFCFL....IGVLYAYTYNIYL......TIAIPLLFYITPRY.PIVLFFIAGCGFALIHQWIVSPKG 58
NTDB id 1285 ACE17W RS10850 WP 010946363.1 ...........MEIFCFL....IGVLYAYTYNIYL......TIAIPLLFYITPRY.PIVLFFIAGCGFALIHQWIVSPKG 58
NTDB id 614 LCA RS05330 WP 011374769.1 ...MKNNWIYPVICLISLNSLMLGGQSWLTWSLLLLAFV....KLISLRQTQITIMTIGLCLVYG.GRF....WISYHSV 68
NTDB id 107 BSU 25570 NP 390435.1 ..MRNSRLLLPMAAASAT.....AGITAAAYFPAI..FLFILFLLIILIKTRHAFLIIVCFFSFI.LFFVLYAVTDSQNV 70
NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYN.LPLLI....LFICSILLALFRKYYLMIPILIVFA.VFFLLINSLSIRDN 72
NTDB id 1121527 EL133 RS02945 WP 006740411.1 ................................................................................ 0
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSS.YLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFG.FWFLFQNWQQSQAS 78
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVS.YLALLGFVFLLVCLFIQFLWKSAGKVLVICGIFG.FWFVFQNWQQSQAS 78
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSAS.YLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFG.FWFVFQNWQQSQAS 78
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSAS.YLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFG.FWFVFQNWQQSQAS 78
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSAS.YLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFG.FWFVFQNWQQSQAS 78
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSAS.YLALLGFVFLLVCLFIQFPWKSAGKVLIICGIFG.FWFVFQNWQQSQAS 78
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NTDB id 1246 GCO85 RS03350 WP 061470007.1 MPDTQ.V.......ITQAQLEGTIASIPM.QRPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKP 129
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MPDTQ.V.......ITQAQLEGTIASIPM.QHPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKP 129
NTDB id 614 LCA RS05330 WP 011374769.1 TQPQQPVAQYFKVQPDAIQVAGDSVQLTAIGQQDGQTIKAYY.RCQT........FAEKRRWQQVRHPVLFYGEKDFKRI 139
NTDB id 107 BSU 25570 NP 390435.1 SSYRQGTYQFKAVIDTIPKIDGDRMSMMV.ETPDKEKWAAAY.RIQS........AGEKEQLLYIEPGMSCELTGTLEEP 140
NTDB id 596 KW2 RS08720 WP 021037686.1 ENQPK.TLSKIELISDTIQVNGDLLSFQG..RMNGQNYQVYD.TLKS........LKEKKFYQNLSQNCQLSFTGNLQIP 140
NTDB id 1121527 EL133 RS02945 WP 006740411.1 ................................................................................ 0
NTDB id 494 SM12261 RS04305 WP 000942409.1 QNLAD.SVERVRILPDTVKVNGDSLSFRG..KSDGRIFQVYY.KLQS........EEEKEAFQALTDLHEIGLEGKLSEP 146
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QNLSD.SVEIVRILPDTIKVNGDSLSFRG..KADGRIFQVYY.KLQS........EEEKETFQILTALHDLELEGKLSEP 146
NTDB id 154 SP RS04735 WP 000942394.1 QNLAD.SVERVRILPDTIKVNGDSLSFRG..KSNGRAFQVYY.KLQS........EEEKEAFQALTDLHEIGLEGKLSEP 146
NTDB id 264 KZH43 RS04200 WP 000942407.1 QNLAD.SVERVRILPDTVKVNGDSLSFRG..KADGRIFQVYY.KLQS........EEEKEAFQALTDLHEIGLEGKLSEP 146
NTDB id 223 SPD RS04540 WP 000942407.1 QNLAD.SVERVRILPDTVKVNGDSLSFRG..KADGRIFQVYY.KLQS........EEEKEAFQALTDLHEIGLEGKLSEP 146
NTDB id 189 SPR RS04300 WP 000942407.1 QNLAD.SVERVRILPDTVKVNGDSLSFRG..KADGRIFQVYY.KLQS........EEEKEAFQALTDLHEIGLEGKLSEP 146
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NTDB id 1246 GCO85 RS03350 WP 061470007.1 RNFRNPGGFNYVRYLAARHIH.WTGYIRYGN.NKLISNQPPSFSWLTLREKIGDALTKLAPNTETAGIIEALTLNVTHHI 207
NTDB id 1285 ACE17W RS10850 WP 010946363.1 RNFHNPGGFNYVRYLAARHIH.WTGYIRYRN.NKLISNQPPSFSWLALREKIGDALTKLAPDTETAGIIEALTLNVTHHI 207
NTDB id 614 LCA RS05330 WP 011374769.1 QGATNQNEFDYARFLAQQKRCFYQLTLAKKTTFALRRP.SSGLDWLHYWRQTCALYLRKLPT.ALRFHAQTLLLGLREAQ 217
NTDB id 107 BSU 25570 NP 390435.1 NHATVPGAFDYNEYLYRQHIH.WNYSVTSIQNCSEPENFKY..KVLSLRKHIISFTNSLLPP.DSTGIVQALTVGDRFYV 216
NTDB id 596 KW2 RS08720 WP 021037686.1 ETQRNFNGFDDQKYLASQNIY.RQITIQQITNVEIKKNF....DLHTLRRKAIVWTQNHFPK.PMSDYMTGLLFGFLSKD 214
NTDB id 1121527 EL133 RS02945 WP 006740411.1 ................................................................................ 0
NTDB id 494 SM12261 RS04305 WP 000942409.1 DGQRNFGGFDYQAYLKTQGIY.QTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPD.PMRNYMTGLLLGHLDTD 224
NTDB id 522 SMSK321 RS04965 WP 000942453.1 EGKRNFGGFDYQAYLKTQGIY.QTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPD.PMRNYMTGLLLGHLDTD 224
NTDB id 154 SP RS04735 WP 000942394.1 EGQRNFGGFNYQAYLKTQGIY.QTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPD.PMGNYMTGLLLGHLDTD 224
NTDB id 264 KZH43 RS04200 WP 000942407.1 EGQRNFGGFNYQAYLKTQGIY.QTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPD.PMRNYMTGLLLGHLDTD 224
NTDB id 223 SPD RS04540 WP 000942407.1 EGQRNFGGFNYQAYLKTQGIY.QTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPD.PMRNYMTGLLLGHLDTD 224
NTDB id 189 SPR RS04300 WP 000942407.1 EGQRNFGGFNYQAYLKTQGIY.QTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPD.PMRNYMTGLLLGHLDTD 224
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NTDB id 1246 GCO85 RS03350 WP 061470007.1 SSDHWNLFRRTGTVHLFGISGEHIALVSG.IFFIVIRWIWSMSYRCCLFLPAHTIASIGGLLAALPYAFLAGFEPPVQRA 286
NTDB id 1285 ACE17W RS10850 WP 010946363.1 SSDHWNLFRRTGTIHLFGISGEHIALVSG.IFFIVMRWIWSINYRCCLFLPANTIASIGGLLAALPYAFLAGFEPPVQRA 286
NTDB id 614 LCA RS05330 WP 011374769.1 VDHYQVVLGHLGIIHLLSLSGLHVFYLVQVIRWCATYCRIPRER...........LNCMLFGLLPVYALLVGGTTSISRA 286
NTDB id 107 BSU 25570 NP 390435.1 EDEVLTAYQKLGVVHLLAISGLHVGILTAGLFYIMIRLGITREK...........ASILLLLFLPLYVMLTGAAPSVLRA 285
NTDB id 596 KW2 RS08720 WP 021037686.1 FNQMSDIYSSLGIIHLFALSGMQVNFFIDWFRKILLRMGLTREI...........VNLVQIPFSIFYAFMTGLSVSVLRA 283
NTDB id 1121527 EL133 RS02945 WP 006740411.1 ................................................................................ 0
NTDB id 494 SM12261 RS04305 WP 000942409.1 FEEMNGLYSSLGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEK...........LKWLTYPFSLIYAGLTGFSASVIRS 293
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FEEMNELYSSLGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEK...........LKWLTYPFSLIYAGLTGFSASVIRS 293
NTDB id 154 SP RS04735 WP 000942394.1 FEEMNELYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEK...........LKWLTYPFSLIYAGLTGFSASVIRS 293
NTDB id 264 KZH43 RS04200 WP 000942407.1 FEEMNELYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEK...........LKWLTYPFSLIYAGLTGFSASVIRS 293
NTDB id 223 SPD RS04540 WP 000942407.1 FEEMNELYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEK...........LKWLTYPFSLIYAGLTGFSASVIRS 293
NTDB id 189 SPR RS04300 WP 000942407.1 FEEMNELYSSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEK...........LKWLTYPFSLIYAGLTGFSASVIRS 293
consensus ***** ********************** ************ ** * * ******** ***** ****

logo

A
I
L
A
F
I
L
L
M
G
Q
I
S
C
K
G
N
V
L
I
S
V
L
R
YLTALICGYKSALQI LRVG

A
G
K
Q
I
W
Q
H
R
G
L
Q
F
V
R
S
T
K
R
P
S
G
A
W
L
T
Q
D
A
S
I
N
I
W
F
C
G
S
R
A
V
Y
L
S
V
A
T
T
Y
L
V
I
F
L
L
V
N
V
L
M
L
F
F
C
L
I
F
W
I
V
N
Q
S
E
MPKHYNHLAFVLFHLFESLTMTQAGFGI

Q
Y
V
F
L
T
S
L
Y
F
C
F
L
A
M
V
A
Y
S
V
A
A
F
A
S
V
C
I
I
L
S
I
L
T
Y
L
M
I
L
S
T
G
N
H
S
E
H
S
Q
K
I
P
R
F
W
Q
S
P
N
Q
L
E
L
V
G
KNT
K
E
S
N
G
Y
L
G
K
Q
S
K
A
L
T
V
F
T
L
A
A
I
K
R
T
S

L
V
E
A
Q
S
A
Y
L
I
W
S
V
A
C
L
I
Q
L
S
I
L
C
L
G

NTDB id 1246 GCO85 RS03350 WP 061470007.1 LIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACLLLTHQRWPL..KNYKKTLTLQLSCLIG 364
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACLLLTHQRWPL..KNYKKTLALQLSCLIG 364
NTDB id 614 LCA RS05330 WP 011374769.1 IALILSRLLCKQLGIRQSRLDSWSLVLLVNLFWQPYLLHSMGGILSYLMAFALIYIGE.........GSTFKVAYWLSLL 357
NTDB id 107 BSU 25570 NP 390435.1 ALMSGVYLAGSLVKWRVRSATAICLSYIVLLLFNPYHLFEAGFQLSFAVSFSLILSSSIFQQVKTSLGQLTIVSLIAQLG 365
NTDB id 596 KW2 RS08720 WP 021037686.1 LFQKNI......R...LTSLDNIGVTTLVLMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNL.NGLKKVLTESAVLSLC 353
NTDB id 1121527 EL133 RS02945 WP 006740411.1 ................................................................................ 0
NTDB id 494 SM12261 RS04305 WP 000942409.1 LLQKLL......AQHGVKGLDNFALTVLVLFIVMPNFFLTAGGVLSCAYAFILTMTSK...EG.EGLKAVARESLVISLG 363
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LLQKLL......AQHGVKGLDNFALTVLVLFIIMPNFFLTAGGVLSCAYAFILTMTSK...EG.EGLKAVARESLVISLG 363
NTDB id 154 SP RS04735 WP 000942394.1 LLQKLL......AQHGVKGLDNFALTVLVLFIVMPNFFLTAGGVLSCAYAFILTMTSK...EG.EGLKAVTSESLVISLG 363
NTDB id 264 KZH43 RS04200 WP 000942407.1 LLQKLL......AQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAYAFILTMTSK...EG.EGLKAVASESLVISLG 363
NTDB id 223 SPD RS04540 WP 000942407.1 LLQKLL......AQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAYAFILTMTSK...EG.EGLKAVASESLVISLG 363
NTDB id 189 SPR RS04300 WP 000942407.1 LLQKLL......AQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAYAFILTMTSK...EG.EGLKAVASESLVISLG 363
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NTDB id 1246 GCO85 RS03350 WP 061470007.1 LMPLTLHWYSYGSINGFLANLFSIPLVSFLIVPLALMTMITSPLHWS..WILMKPLAWLVALLLQGLTYVEQIAGINITW 442
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLALMTMITSPFHWS..WILMKPLAWLVALLLQGLTYVEQIAGINITW 442
NTDB id 614 LCA RS05330 WP 011374769.1 SLPVCLRFNYRWHVLTIMMNALVTPIYLPIVLGLAIVASVML....PVSNLVVNGCEWLLQLIYKGLGLVVQIPHAMITF 433
NTDB id 107 BSU 25570 NP 390435.1 SLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGAVAGVLLLSLSASFGRLFFSWFDLLISWINRLITNIADVDVFTIMI 445
NTDB id 596 KW2 RS08720 WP 021037686.1 VLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLPLLLCCFLISFLGFS......LNLNFIFQILEWLVHKVDLPLHYPFVL 427
NTDB id 1121527 EL133 RS02945 WP 006740411.1 ................................................................................ 0
NTDB id 494 SM12261 RS04305 WP 000942409.1 ILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSILFALSFLHPV......IQLNFIFEWLEGMIRFVSQVASRPLVF 437
NTDB id 522 SMSK321 RS04965 WP 000942453.1 ILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSVLFALSFLYPV......IQLNFIFEWLEGMIRLVSQVASRPLVF 437
NTDB id 154 SP RS04735 WP 000942394.1 ILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSILFVLSFLYPV......IQLNFIFEWLEGIIRLVSQVARRPLVF 437
NTDB id 264 KZH43 RS04200 WP 000942407.1 ILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPV......IQLNFIFEWLEGIIRLVSQVTSRPLVF 437
NTDB id 223 SPD RS04540 WP 000942407.1 ILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPV......IQLNFIFEWLEGIIRLVSQVTSRPLVF 437
NTDB id 189 SPR RS04300 WP 000942407.1 ILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPV......IQLNFIFEWLEGIIRLVSQVTSRPLVF 437
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NTDB id 1246 GCO85 RS03350 WP 061470007.1 SITSVTMML..AMTAGLFLRVLLPVKPFKHLA....I.LWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQH..HV 513
NTDB id 1285 ACE17W RS10850 WP 010946363.1 SITSVTMML..AMTAGLFLRVLLPVKPFKHLA....I.LWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQH..HV 513
NTDB id 614 LCA RS05330 WP 011374769.1 GKIPLLPLL.LIVTVSLLLIDGQAISNQWRKRLKR.TLVSLYLASF..LAIHFNPTGRVVMFDIGQGDSLLIQTPFNRHQ 509
NTDB id 107 BSU 25570 NP 390435.1 AHPAPVLLFLFTVTII.LLLMAIEKRSLSQLMVTGGICCTVMFLLF..IYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGR 522
NTDB id 596 KW2 RS08720 WP 021037686.1 GKPSSLELIILFVLIG.LFVDSF..SHKKRRF....FLVGFIFLFF..FITKNPMRASITAVDIGQGDSIFLQDKFNKEN 498
NTDB id 1121527 EL133 RS02945 WP 006740411.1 ................................................................................ 0
NTDB id 494 SM12261 RS04305 WP 000942409.1 GQPNAWILILLLISLA.LVYDLR..KNIKRLA....VLSLLITGLF..FLTKHPLENEITMLDVGQGESIFLRDVTG.KI 507
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GQPNAWLLILLLISLA.LVYDLR..KNIKRLA....VLSLLITGLF..FLTKYPLENEITMLDVGQGESIFLRDVAG.KT 507
NTDB id 154 SP RS04735 WP 000942394.1 GQPNAWLLILLLISLA.LVYDLR..KNIKGLT....VLSLLITGLF..FLTKYPLENEITMLDVGQGESIFLRDVTG.KT 507
NTDB id 264 KZH43 RS04200 WP 000942407.1 GQPNTWLLILLLISLA.LVYDLR..KNIKKLT....VLCLLITGLF..LLTKHPLENEITMLDVGQGESIFLRDVTG.KT 507
NTDB id 223 SPD RS04540 WP 000942407.1 GQPNTWLLILLLISLA.LVYDLR..KNIKKLT....VLCLLITGLF..LLTKHPLENEITMLDVGQGESIFLRDVTG.KT 507
NTDB id 189 SPR RS04300 WP 000942407.1 GQPNTWLLILLLISLA.LVYDLR..KNIKKLT....VLCLLITGLF..LLTKHPLENEITMLDVGQGESIFLRDVTG.KT 507
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NTDB id 1246 GCO85 RS03350 WP 061470007.1 LLYDTGDSYFQ............GSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMQINQLIVNDPYFY 581
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LLYDTGDSYFQ............GSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMKVNQLIVNDPYFY 581
NTDB id 614 LCA RS05330 WP 011374769.1 LLIDTGGRLAL..PQAAWQRRAQ.VSRAEKVTVNYLYSQGVDHIDAVALSHQDADHIGDLNQILKQIRVDRIICAAGLPQ 586
NTDB id 107 BSU 25570 NP 390435.1 VLIDTGGTLSY..SSEPWREKQHPFSLGEKVLIPFLTAKGIKQLDALILTHADQDHIGEAEILLKHHKVKRLVIPKGFVS 600
NTDB id 596 KW2 RS08720 WP 021037686.1 ILIDTGGRLAL..PQKNWQKAQT.QSNADKTLIPYLESMGVAHIDQLILTHTDADHVGDFLSLADKIKIREIWVSPGELT 575
NTDB id 1121527 EL133 RS02945 WP 006740411.1 ................................................................................ 0
NTDB id 494 SM12261 RS04305 WP 000942409.1 ILIDVGGKAESSKKIEKWQEKTT.TSNAQRTLIPYLKSRGVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLK 586
NTDB id 522 SMSK321 RS04965 WP 000942453.1 ILIDVGGKAESDKKIEKWQEKAT.TSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLK 586
NTDB id 154 SP RS04735 WP 000942394.1 ILIDVGGKAESYKKIKKWQEKMT.TSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLK 586
NTDB id 264 KZH43 RS04200 WP 000942407.1 ILIDVGGKAESYKKIKKWQEKMT.TSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLK 586
NTDB id 223 SPD RS04540 WP 000942407.1 ILIDVGGKAESYKKIKKWQEKMT.TSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLK 586
NTDB id 189 SPR RS04300 WP 000942407.1 ILIDVGGKAESYKKIKKWQEKMT.TSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLK 586
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NTDB id 1246 GCO85 RS03350 WP 061470007.1 KRGSNC............HSYPQ...WQWDGVSFRF.LPIKESFTKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRN 645
NTDB id 1285 ACE17W RS10850 WP 010946363.1 KRGSNC............HSYPQ...WQWDGVSFRF.LPIRESFNKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRN 645
NTDB id 614 LCA RS05330 WP 011374769.1 NRQFQRQIRPF.LATVQIEPYLAGAAFKVGSQKFNVLAPTKPGK.GENSDSLVLQAQIGGASWLFTGDLEQEGERAIIER 664
NTDB id 107 BSU 25570 NP 390435.1 EPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSPEAPDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNV 680
NTDB id 596 KW2 RS08720 WP 021037686.1 NSSFVE...KLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKK.GDNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQN 651
NTDB id 1121527 EL133 RS02945 WP 006740411.1 .............................MNSQLEVIYPWKIGD.GKNNDSIVLYGKLLDKRFLFTGDLEKDGEMKILKR 50
NTDB id 494 SM12261 RS04305 WP 000942409.1 QKQFVA...ELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGD.GGYEDSLVLYGKLLDKYFLFTGNLEEKGEKELLKH 662
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QKEFVA...ELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGD.GGHDDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQ 662
NTDB id 154 SP RS04735 WP 000942394.1 QKEFVA...ELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGD.GGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKH 662
NTDB id 264 KZH43 RS04200 WP 000942407.1 QKEFVA...ELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGD.GGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKH 662
NTDB id 223 SPD RS04540 WP 000942407.1 QKEFVA...ELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGD.GGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKH 662
NTDB id 189 SPR RS04300 WP 000942407.1 QKEFVA...ELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGD.GGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKH 662
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NTDB id 1246 GCO85 RS03350 WP 061470007.1 YGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPHSKTLQSMKTLDITFFRTDECGMAAIKL.PASG 724
NTDB id 1285 ACE17W RS10850 WP 010946363.1 YGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAAIKL.PASG 724
NTDB id 614 LCA RS05330 WP 011374769.1 YP.QLTVDYLKVGHHGSKTASDPTVIKKLHLKGALISTGRENRYGHPHQETLTTLQAAKVPYWLTAQQGMLTWAYGPGQS 743
NTDB id 107 BSU 25570 NP 390435.1 FP.NIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKNNRYHHPHQKVLQLLQRHSIRVLRTDQNGTIQYRYKNRVG 759
NTDB id 596 KW2 RS08720 WP 021037686.1 YP.KLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLETLAKYQVKTLRTDQKGAIKLTEVNQQW 730
NTDB id 1121527 EL133 RS02945 WP 006740411.1 YS.KIPIDILKVGHHGSKGSSDQRFLDFINPKIAFISAGKNNRFKHPHQETLDRLNDKKIKIYRTDQQGAIRLYG.NQTW 128
NTDB id 494 SM12261 RS04305 WP 000942409.1 YP.DLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLTRLETINSKVYRTDQHGAIRFKG.WNSW 740
NTDB id 522 SMSK321 RS04965 WP 000942453.1 YP.DLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKG.WNSW 740
NTDB id 154 SP RS04735 WP 000942394.1 YP.DLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKG.LDSW 740
NTDB id 264 KZH43 RS04200 WP 000942407.1 YP.DLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKG.LDSW 740
NTDB id 223 SPD RS04540 WP 000942407.1 YP.DLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKG.LDSW 740
NTDB id 189 SPR RS04300 WP 000942407.1 YP.DLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKG.LDSW 740
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NTDB id 1246 GCO85 RS03350 WP 061470007.1 .QVH..RPS....CMQAN 735
NTDB id 1285 ACE17W RS10850 WP 010946363.1 .KIN..KPT....CMQAV 735
NTDB id 614 LCA RS05330 WP 011374769.1 EKLQTTI.KDSEK..... 755
NTDB id 107 BSU 25570 NP 390435.1 .TFSVYPPYDTSDITETN 776
NTDB id 596 KW2 RS08720 WP 021037686.1 .QIKTVR........... 736
NTDB id 1121527 EL133 RS02945 WP 006740411.1 .QIETVR........... 134
NTDB id 494 SM12261 RS04305 WP 000942409.1 .KVETVG........... 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 .KIESVR........... 746
NTDB id 154 SP RS04735 WP 000942394.1 .KIESVR........... 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 .KIESVR........... 746
NTDB id 223 SPD RS04540 WP 000942407.1 .KIESVR........... 746
NTDB id 189 SPR RS04300 WP 000942407.1 .KIESVR........... 746
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