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NTDB id 614 LCA RS05330 WP 011374769.1 QPQQPVAQYFKVQPDAIQVAGDSVQLTAIGQQDGQTIKAYYRCQTFAEKRRWQQVRHPVLFYGEKDFKRIQGATNQNEFD 149
NTDB id 107 BSU 25570 NP 390435.1 SYRQGTYQFKAVIDTIPKIDGDRMSMMV.ETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFD 150
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NTDB id 596 KW2 RS08720 WP 021037686.1 DQKYLASQNIY.RQITIQQITNVEIKKNF....DLHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSL 225
NTDB id 1121526 EL133 RS02940 WP 006738752.1 ................................................................................ 0
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NTDB id 614 LCA RS05330 WP 011374769.1 GIIHLLSLSGLHVFYLVQVIRWCATYCRIPRERLNCMLFGLLPVYALLVGGTTSISRAIALILSRLLCKQLGIRQSRLDS 308
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NTDB id 596 KW2 RS08720 WP 021037686.1 GIIHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI......R...LTSLDN 296
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NTDB id 522 SMSK321 RS04965 WP 000942453.1 GIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLL......AQHGVKGLDN 309
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NTDB id 223 SPD RS04540 WP 000942407.1 GIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLL......AQHGVKGLDN 309
NTDB id 189 SPR RS04300 WP 000942407.1 GIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLL......AQHGVKGLDN 309
consensus **************************************************************** **********

logo

W
I
F
C
G
S
A
V
L
S
V
T
L
T
Y
V
I
LVNLMLFFLI FWIVNQSMPKYNHLFLFHFLESTMTAGFGI

Q
VLTSFLYCFLAMVYSAFASVI ILSITLYMI

L
S
T
G
N
S
E
H
S
K
I
PFQSNQ

E
L
V
G
KN
T
E
S
GLGKKQSALTVFLTAI

K
T
R
S
V
E
A
S
A
Y
L
I
W
V
A
L
I
Q
SLCLGVSI LPLVICL ILSRYFDFHYNFYHAI

Q
R
E
W
F
H
S

Q
I
V
P
I
L
W
T
S
V
I
M
P
L
M
L
N
T
A
I
M
F
I
L
V

NTDB id 614 LCA RS05330 WP 011374769.1 WSLVLLVNLFWQPYLLHSMGGILSYLMAFALIYIGE.........GSTFKVAYWLSLLSLPVCLRFNYRWHVLTIMMNAL 379
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NTDB id 596 KW2 RS08720 WP 021037686.1 IGVTTLVLMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNL.NGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTII 375
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NTDB id 614 LCA RS05330 WP 011374769.1 VTPIYLPIVLGLAIVASVML....PVSNLVVNGCEWLLQLIYKGLGLVVQIPHAMITFGKIPLLPLL.LIVTVSLLLIDG 454
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NTDB id 614 LCA RS05330 WP 011374769.1 QAISNQWRKRLKR.TLVSLYLASFLAIHFNPTGRVVMFDIGQGDSLLIQTPFNRHQLLIDTGGRLA..LPQAAWQRRAQ. 530
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NTDB id 494 SM12261 RS04305 WP 000942409.1 R..KNIKRLA....VLSLLITGLFFLTKHPLENEITMLDVGQGESIFLRDVTGK.IILIDVGGKAESSKKIEKWQEKTT. 530
NTDB id 522 SMSK321 RS04965 WP 000942453.1 R..KNIKRLA....VLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDVAGK.TILIDVGGKAESDKKIEKWQEKAT. 530
NTDB id 154 SP RS04735 WP 000942394.1 R..KNIKGLT....VLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDVTGK.TILIDVGGKAESYKKIKKWQEKMT. 530
NTDB id 264 KZH43 RS04200 WP 000942407.1 R..KNIKKLT....VLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTGK.TILIDVGGKAESYKKIKKWQEKMT. 530
NTDB id 223 SPD RS04540 WP 000942407.1 R..KNIKKLT....VLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTGK.TILIDVGGKAESYKKIKKWQEKMT. 530
NTDB id 189 SPR RS04300 WP 000942407.1 R..KNIKKLT....VLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTGK.TILIDVGGKAESYKKIKKWQEKMT. 530
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NTDB id 614 LCA RS05330 WP 011374769.1 VSRAEKVTVNYLYSQGVDHIDAVALSHQDADHIGDLNQILKQIRVDRIICAAGLPQNRQFQRQIRPF.LATVQIEPYLAG 609
NTDB id 107 BSU 25570 NP 390435.1 FSLGEKVLIPFLTAKGIKQLDALILTHADQDHIGEAEILLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRG 624
NTDB id 596 KW2 RS08720 WP 021037686.1 QSNADKTLIPYLESMGVAHIDQLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLK...KAKIPIHVSKVG 596
NTDB id 1121526 EL133 RS02940 WP 006738752.1 KSNAEQTLIPFLKSRGISTIDQVILTHTDTDHAGDLEVVHHHIKIKKSSSTFSFFKSS...................... 99
NTDB id 494 SM12261 RS04305 WP 000942409.1 TSNAQRTLIPYLKSRGVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQ...ATQTKVRSITAG 607
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQ...ATQIKVHSVAEG 607
NTDB id 154 SP RS04735 WP 000942394.1 TSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQ...ATQTKVRSMIVG 607
NTDB id 264 KZH43 RS04200 WP 000942407.1 TSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQ...ATQTKVRSMIVG 607
NTDB id 223 SPD RS04540 WP 000942407.1 TSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQ...ATQTKVRSMIVG 607
NTDB id 189 SPR RS04300 WP 000942407.1 TSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQ...ATQTKVRSMIVG 607
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NTDB id 614 LCA RS05330 WP 011374769.1 AAFKVGSQKFNVLAPTKPGKG.ENSDSLVLQAQIGGASWLFTGDLEQEGERAIIERYPQLTVDYLKVGHHGSKTASDPTV 688
NTDB id 107 BSU 25570 NP 390435.1 DVLQIKDLQFHVLSPEAPDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEF 704
NTDB id 596 KW2 RS08720 WP 021037686.1 DKIPIFDSFLQVLSNGYTKKG.DNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEF 675
NTDB id 1121526 EL133 RS02940 WP 006738752.1 ................................................................................ 99
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NTDB id 154 SP RS04735 WP 000942394.1 ENLPIFGSQLEVLSPRKMGDG.GHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAF 686
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