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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIA.GGFYWHQSQQKQKVTQNEQ....L..LATSASKTK.......PATKKTHQAAT 66
NTDB id 105 BSU 25590 NP 390437.1 ......MNWLNQHKKAIILAASAAVFTAIMIFLATGKNKEPVKQAV.................PTETENTVVKQEANNDE 57
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFVSVIAVLMVIFCFFLWMT.CGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEK 78
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVICTGLGLLVGGFFLLK..PAPHTPVKETNLQAEVVAISKDSSTEK.......DVKKEEKEEPV 69
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLK..PAPQTPVKETNLQAEVVAVSKDSVSEK.......EVKKEEKEEPL 69
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLK..PAPQTPVKETNLQAEVAAVSKDSSTEK.......EVKKEEKEEPL 69
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLK..PAPQTPVKETNLQAEVAAVSKDLVSEK.......EVNKEEKEEPL 69
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLK..PAPQTPVKETNLQAEVAAVSKDLVSEK.......EVNKEEKEEPL 69
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLK..PAPQTPVKETNLQAEVAAVSKDLVSEK.......EVNKEEKEEPL 69
NTDB id 1121525 EL133 RS02930 WP 006739527.1 ......MD................QQKQQTYQFE.EKTAAPIEEKP.........................IKEEKANTA 32
NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLLVVCALIAGGIFYIFT.N.SPKPAETLSVEN....LSSSSTKSS.......VSKFNSSSSEK 65
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NTDB id 613 LCA RS05340 WP 231952379.1 QLQSQICVN 235
NTDB id 105 BSU 25590 NP 390437.1 KIKSSITVK 205
NTDB id 300 STER RS07485 WP 011681496.1 KIRESLYVA 231
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NTDB id 153 SP RS04730 WP 000387344.1 KLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 KLKDYVTVD 216
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