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VNDFSKVLR
NTDB id 1121515 EL133 RS01725 WP 006739742.1 MASIDKSKFSFVELDSFASETIDAPAYSYWKSVFKQFFSKKSTLVMLLILIAIILMSFIYPIFANYDFGDVSNINDFSKR 80
NTDB id 477 HSISS4 RS06990 WP 021143810.1 MASIDKSKFQFVKRDDFASETIDAPAYSYWKSVMRQFFKKKSTTVMLGILIAIILMSFIYPMFSKFDFNDVSKVNDFSVR 80
NTDB id 326 STU RS16120 WP 002946409.1 MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR 80
NTDB id 294 STER RS06920 WP 002946409.1 MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR 80
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NTDB id 1121515 EL133 RS01725 WP 006739742.1 YISPNAQYWFGTDKNGQSLFDGVWYGARNSILISVIATIINMIIGVVIGGLWGVSKTVDKVMLEVYNVISNLPQMLIIIV 160
NTDB id 477 HSISS4 RS06990 WP 021143810.1 YVHPNAQYWFGTDSNGKSLFDSVWFGARNSILIAVIATFINVVIGLVVGAVWGISKTFDMIMMEIYNIISNIPALLVVIV 160
NTDB id 326 STU RS16120 WP 002946409.1 YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATFLNVIIGLLVGAVWGISKTFDMIMMEIYNIISNIPSLLVVIV 160
NTDB id 294 STER RS06920 WP 002946409.1 YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATFLNVIIGLLVGAVWGISKTFDMIMMEIYNIISNIPSLLVVIV 160
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logo LTYS ILGAGFWNLMI FAFMCTVTGWIG IAYTIRVIQI LMRYRDLEYNLASQRNTLGTSPTLAKMIVTVIKNLI LMPQLVSVIVSTLMVASLQMLLPAGYF I S
NTDB id 1121515 EL133 RS01725 WP 006739742.1 LTYSIGAGFWNLIFAFCVTGWIGIAYTIRVQILRYRDLEYNLASQTLGTSTLKMVTKNLLPQLVSVIVSLVSLMLPAYIS 240
NTDB id 477 HSISS4 RS06990 WP 021143810.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRTLGTPTAKIVVKNIMPQLVSVIVTMASQLLPGFIS 240
NTDB id 326 STU RS16120 WP 002946409.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIVIKNIMPQLVSVIVTMASQLLPGFIS 240
NTDB id 294 STER RS06920 WP 002946409.1 LTYSLGAGFWNMIFAMTVTGWIGIAYTIRIQIMRYRDLEYNLASRNLGTPTAKIVIKNIMPQLVSVIVTMASQLLPGFIS 240
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YEAFLSYFGLGLPTVTETPSLGRL I SNDYSASQNLVTTVNAYLFWIPLTTLVI LVSLPALYF IVGQNLADASDPRTHR

NTDB id 1121515 EL133 RS01725 WP 006739742.1 SEAFLSYFGLGLPTTEPSLGRLISNYSSNLTTNAYLFWIPLTTLVLVSLPLYIVGQNLADASDPRTHR 308
NTDB id 477 HSISS4 RS06990 WP 021143810.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
NTDB id 326 STU RS16120 WP 002946409.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
NTDB id 294 STER RS06920 WP 002946409.1 YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308
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