
logo MLKI
LENKLVTGGYI

ANIPVLKNDI
V
S
TFSEVNADGELVGL IGLNGAGKSTTINE I IGLLTPYQGGQITAIDEGLSTLI SQKQDEPSAASYRQKIGYIP

NTDB id 1121510 EL133 RS01570 WP 006739566.1 MLKIENLTGGYINIPVLKNISFSVNDGELVGLIGLNGAGKSTTINEIIGLLTPYQGQITIDELSLSKDESAYRQKIGYIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!!*!**!!!!*!!!!!!***!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!*!****!***!!!!!!!!!

logo ETPNSLYEELTLREHI
LEVTVALMAYDGLEDPVDTI

E
A
GMAKVRAKDQKLYLQKTLFRLSDDEKLDWFPVTNQFSKGMKQKVMIVICAF IVDNPSLF I IVDEPF

NTDB id 1121510 EL133 RS01570 WP 006739566.1 ETPNLYEELTLREHIEVVAMAYDLEPDIAMKRAKQLLQTFRLSDKLDWFPVNFSKGMKQKVMIVCAFIVDPSLFIIDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!*!!!!!!!!!!*!*!*!!!*!*****! !!***!**!!!**!!!!!!**!!!!!!!!!!!*!!!!!*!!!!!*!!!!

logo LGLDPLAI SDLTIKELLAEEKANKGKAS I LMSTHVLDSAEKMCDKRFVVI LHHGEQVIRLAAQGTI
L
D
E
Q
ELREQETFSGSDDPSKSASLSNDIYVMMQLTRKEG

NTDB id 1121510 EL133 RS01570 WP 006739566.1 LGLDPLAISDLTKLLAEEKAKGKSILMSTHVLDSAEKMCDKFVVLHHGEIRAAGTLEQLREEFSSPKASLSDIYVMLTRE 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
consensus !!!!!!!!!!!**!!!!!!!*!!*!!!!!!!!!!!!!!!!*!!*!!!!***!*!!***!!**!** *!!!*!!!**!!**

logo

V
E
S
L
E
S

NTDB id 1121510 EL133 RS01570 WP 006739566.1 VSE 243
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS 243
NTDB id 481 STER RS07730 WP 002951673.1 ELS 243
consensus ***

X non conserved

X similar

X ≥ 50% conserved


