
logo MKKYEQHI I FYKQKQI
LEETDI LKTEGHNYKQDMGDFYLPPTEHMDELSQKTYAKSVSRDTI

VRKALKQLLETKNATGFL IKTKTTVQGRGSQI ITKNRER I LNFPVASEQLT
NTDB id 1121503 EL133 RS00320 WP 006740627.1 MKKYQHIYQQIETDILTENYKDGDFLPTEHDLSQKYKVSRDTIRKALKLLENTGLITKTQGRGSQITKNERILFPVAELT 80
NTDB id 440 SMU RS09330 WP 002273717.1 MKKYEIIFKKLEEDILKGHYQMGDYLPPEMELSQTYASSRDTVRKALQLLTKAGFIKTVQGRGSQIIKRERINFPVSQLT 80
consensus !!!! *!* *! !!! *! !!*!!*!**!!! ! !!!!*!!!! !! ! ! !!!!!!! ! !!! !!! !!

logo SYQELVAKQTFLQSMNSVKTNVIA IDKLVI IVDEKSLATKI
LTGFERLNHKGQI

LVWR I
VTRQRVI

VDGI
VAS IVLDI

TDYLDKAEL IPHKMTRE IAEHS IY
NTDB id 1121503 EL133 RS00320 WP 006740627.1 SYQELVATFSMNSKTNVIAIDKVIIDESLAKITGFRLHQIVWRVTRQRVVDGIASVLDIDYLDKELIPKMTREIAEHSIY 160
NTDB id 440 SMU RS09330 WP 002273717.1 SYQELVKQLQMNVKTNVIAIDKLIVDEKLTKLTGFENKGLVWRITRQRVIDGVASILDTDYLDKALIPHMTREIAEHSIY 160
consensus !!!!!! !! !!!!!!!!!*!*!! ! !*!!! * *!!!*!!!!!*!!*!!*!! !!!!! !!!*!!!!!!!!!!!

logo

A
DYLENSDQLGKLDP IADFYALQKEI IT IDHQI

VSDQKDKI LLDLDGSENHVVSVKSKVYLSNNQQQFQFTESRHKLEKFKRF IVDFMARRHPRDK
NTDB id 1121503 EL133 RS00320 WP 006740627.1 AYLESDLGLPIDFALKEITIDHISDKDKILLDLGSENHVVSVKSKVYLSNNQQFQFTESRHKLEKFKFIDMARRHPK 237
NTDB id 440 SMU RS09330 WP 002273717.1 DYLENQLKLDIAYAQKIITIDQVSQKDKILLDLDSENHVVSVKSKVYLSNQQQFQFTESRHKLEKFRFVDFARRHRD 237
consensus !!! ! !*! *! ! !!!!**! !!!!!!!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!*! !!!!*

X non conserved

X similar

X ≥ 50% conserved


