logo

NTDB id 1121445 EL130 RS08925 WP 126475543.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1121445 EL130 RS08925 WP 126475543.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1121445 EL130 RS08925 WP 126475543.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1121445 EL130 RS08925 WP 126475543.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

e U LLLTSNNO PRGN, . L SHGHE YRS

KTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSP K
KTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSP K|
KTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSP K
KTRQTLIGLLVLLLLSTGSYYIKQMPSAPNS P K
1

MM&M&H 510 .

VTSSO T VALK RN €

Q Q
AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP
AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP

AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP

AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP
Tl TU D b Do b DD e b b b b b L b L 1ok ] N IS

PR STR AL DTS UAGTR rsen U R

GWHQ §q LIZGIYINHAVDRGHLL YAL BJGLESJFDASTSNPQ@N ApQEIAWAN A
GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY]

GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY]
GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY]

GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY|
NN N N e N NN NN e e NN

MBS QU EMEN) LM ADRT ET

E\S Sjil EAKSSDGELEFNV] PNVQEGLEIRIDYEITG ViEWR 293
RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274

RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTV QYN
EEIEEIEY o baer DUL DD LR L b b b ULt b L b L ]

X non conserved
B similar
>50% conserved

160
140
140
140
140

240
220
220
220
220



