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NTDB id 1121445 EL130 RS08925 WP 126475543.1 MTRKTNKSKRKQQKLCLSLLAALSVFVCTYIATSDHIADSNPIKQAAQLLTGKNKDILSNGSMSHQATPSQELANTVMTD 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNK.......KTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK............TNL.SQKKQASEAPSQALAESVLTD 60
NTDB id 221 SPD RS09380 WP 001036779.1 MNK.......KTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK............TNL.SQKKQASEAPSQALAESVLTD 60
NTDB id 187 SPR RS08930 WP 001036779.1 MNK.......KTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK............TNL.SQKKQASEAPSQALAESVLTD 60
NTDB id 152 SP RS09870 WP 001036779.1 MNK.......KTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK............TNL.SQKKQASEAPSQALAESVLTD 60
consensus !** !*******!!**!******!*******!***!* **! *********!!!*!!**!*!!

logo AVKNSAQLIGKRGQS ILEWSNGASGSAF I IVNHGNKTDNLNDADKVASSQKPYASDNQKTKI
TVQGGKQETVPTVANALLSKATRQYRKNRQKETGNGRSTNSWQTPAP

NTDB id 1121445 EL130 RS08925 WP 126475543.1 AVKNALGRQIEWSGAGSFIINHNKTDLNADVASQPYASNQTKIVQGQTVPTVANALLSKATRQYRNRQETGNGRTNWQPA 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP 140
NTDB id 221 SPD RS09380 WP 001036779.1 AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP 140
NTDB id 187 SPR RS08930 WP 001036779.1 AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP 140
NTDB id 152 SP RS09870 WP 001036779.1 AVKSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPP 140
consensus !!!*******!!*!*!*!!*!*!!!*!*!*!*!*!!!*!*!!*!***!!!!!!!!!!!!!!!!!*!!*!!!!!*!*!*!*

logo GWHQLVYKDNLPKGDSYDTHAVDRGHLLAGYALVI SGGLKDRGFDASTSNPQKNVIATVQATAWANEQANQSASENYSRTGQNYYETSLKI
VRKALDSQHNKRVRY

NTDB id 1121445 EL130 RS08925 WP 126475543.1 GWHQLYDLPGDYDHAVDRGHLLAYALVSGLKRFDASTSNPQNVATQAAWANEANSSNSRGQNYYETLIRKALDSHKRVRY 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY 220
NTDB id 221 SPD RS09380 WP 001036779.1 GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY 220
NTDB id 187 SPR RS08930 WP 001036779.1 GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY 220
NTDB id 152 SP RS09870 WP 001036779.1 GWHQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRY 220
consensus !!!!***!*!*!*!!!!!!!!!*!!!**!!**!!!!!!!!*!*!*!*!!!!*!****!*!!!!!!***!!!!!**!!!!!
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NTDB id 1121445 EL130 RS08925 WP 126475543.1 RVTLIYDDNNDILASGSHLEAKSSDGSLEFNVFIPNVQSGLTFDYATGQVKAN. 293
NTDB id 262 KZH43 RS08770 WP 001036779.1 RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 RVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!!!*!**!*!***!*!**!!!!!!!*!!!!!**!!!!*!!**!!*!!*!****
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