logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

1121417 EL130 RS03470 WP 019320466.

279 KZH43 RS00140 WP 074017595.1
238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

537 SMSK321 RS07120 WP 080550752.1
509 SM12261 RS00130 WP 078228442.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

1121417 EL130 RS03470 WP 019320466 .

279 KZH43 RS00140 WP 074017595.1
238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

537 SMSK321 RS07120 WP 080550752.1
509 SM12261 RS00130 WP 078228442.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

1121417 EL130 RS03470 WP 019320466 .

279 KZH43 RS00140 WP 074017595.1
238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

537 SMSK321 RS07120 WP 080550752.1
509 SM12261 RS00130 WP 078228442.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125 BSU 00870 NP 387968.1

1121417 EL130 RS03470 WP 019320466 .

279 KZH43 RS00140 WP 074017595.1
238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

537 SMSK321 RS07120 WP 080550752.1
509 SM12261 RS00130 WP 078228442.1

consensus

1

1

1

1

e T RN SV ARSLT, BT g

U DI AR A KKK TFVCQIACGYNSPKYLGRCPNCESWSSFVEEVEVAVKNARVSL T G-
............. MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT G
............. MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT G
............. MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT G
............. MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT G
............. MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT G

............. MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGHES
N R N o N R N R N R e e PEENEN

JongE EL UL P RTLLT S LS R D

RINALRIUKT IMEEFNRVLGGGVV]SGSLVLIGGDPGIGKSTLLLQVSEIQLS[ESSIY VLY SGEESJSORKLRA RLGIRY I3
S IRWK TRMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQL NGTV[JYVSGEESA QIKLR ERLGDIDYE
INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSE
INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSE
INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSE
INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSE
INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSE

INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSE|
sk bk Dbk DL PP e et s I o010

YLAETH OEsERGOLI5 G S SSARRTAE CHANTNAFIVATRE T

FYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGP
FYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGP

LS ITVLPE ERTER AR STV FE 62 DNEVSUFLENOATSSIWT R

RIBLEHMVDTVLYFEGERHHTFRILRAVKNREFGSTNE GIFEMARAGLPEVLNPS FLEEREEIG BGSSIpg\ MEGTRPI
RMLEHMVDTVLYFEGERMHTFRILRAVKNRFGSTNEIGIFEMYSGGLVEVLNPSQVFLEERLDGATGS IVVTMEGTRPI
RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI
RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI

RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI
RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI
RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI

RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI
I N trrrrn

147
156
143
143
143
143
143
143

227
236
223
223
223
223
223
223

307
316
303
303
303
303
303
303



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125

1121417 EL130 RS03470 WP 019320466.1

279
238
204
169
537
509

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

125

1121417 EL130 RS03470 WP 019320466.1

279
238
204
169
537
509

consensus

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

BSU 00870 NP 387968.1

KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1
SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1

AEVLTETEMRRTT P et LORDRTASK L LA

LUE QAL PTHFGN]Y RWEITG DBINRWYSL MAVLEKRYGLLLQNQDAYLK|AGGVKLDEPAIDLA |

DT

LAEVQALVTPTWYFGNAKRTTTGLDENR|YSLIMAVLEKR{GLLLONQDAYLKSAGGV LDEPAIDLAVAVAIASSYK KPT
LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT]
LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT

LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPT
LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT
LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLONQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPT

LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPT
Dol sk bbb bbb bbb b s L bttt N

VOE B LCERAR AL IR 40T

AANRBD VL I

NP\ CF GE GLTGE RRVERIEQR |SEAAKLGEF]Y 458
NPQEC GE GLTGEIRRVNRIEQR NEA KLGFTKI VPKNSL G T P . 466
NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT . 453
NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT . 453
NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT . 453
NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGIT . 453

453

453

X non conserved
B similar
> 50% conserved

387
396
383
383
383
383
383
383



