logo

NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 1121390 EL130 RS00905 WP 002278010.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 1121390 EL130 RS00905 WP 002278010.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 1121390 EL130 RS00905 WP 002278010.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 1121390 EL130 RS00905 WP 002278010.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

1o AL CRLET T O L AR R AT

MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
PELr e rrrrrrrrrrrrrrrrnt

LGB CH LA TILAETESOI S ENILL LIS
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VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
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LUAGLCHNTATTL R FRROUNS IFUREASLER LT VAR KD

SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
SPLLKKWLQNNVTIL VISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF] 317

X non conserved
B similar
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