
logo MNPNLFKSAEFYRRRYHNFATVL I IPLVCLLVFLF I FLLFAKKEVTVLSDGE I SP IKVIDVIQSKSDYP I SENNLTDNHA
NTDB id 1121382 EL130 RS00525 WP 002278097.1 MNPNLFKSAEFYRRRYHNFATVLIIPLVCLLVFLFIFLLFAKKEVTVLSDGEISPIKVIDVIQSKSDYPISENNLTDNHA 80
NTDB id 404 SMU RS08660 WP 002263739.1 MNPNLFKSAEFYRRRYHNFATVLIIPLVCLLVFLFIFLLFAKKEVTVLSDGEISPIKVIDVIQSKSDYPISENNLTDNHA 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VKKGRDVL IQYVNPAANTRQGGNNQNQNQSQNKQNKNQQQNNKNQKNGNQGQKNQNQNQNKKDQKNNNQSQQNKQGQKKTN
NTDB id 1121382 EL130 RS00525 WP 002278097.1 VKKGDVLIQYVNPAANTRQGGNNQNQNQSQNKQNKNQQQNNKNQKNGNQGQKNQNQNQNKKDQKNNNQSQQNKQGQKKTN 160
NTDB id 404 SMU RS08660 WP 002263739.1 VKKRDVLIQYVNPAANTRQGGNNQNQNQSQNKQNKNQQQNNKNQKNGNQGQKNQNQNQNKKDQKNNNQSQQNKQGQKKTN 160
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QSQNQQNKNQNKNQSQNKQNGNQNQNNWNQNNQNDKVTASQDGVIHTNPKYEGENL IPRGTEKIAQLYPDINKTRQVL ITY
NTDB id 1121382 EL130 RS00525 WP 002278097.1 QSQNQQNKNQNKNQSQNKQNGNQNQNNWNQNNQNDKVTASQDGVIHTNPKYEGENLIPRGTKIAQLYPDINKTRQVLITY 240
NTDB id 404 SMU RS08660 WP 002263739.1 QSQNQQNKNQNKNQSQNKQNGNQNQNNWNQNNQNDKVTASQDGVIHTNPKYEGENLIPRGTEIAQLYPDINKTRQVLITY 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo YVSSKDVTRLKQGQKTHRLALTKVGNDQI S IRGKINS IASAATTTKKGNVFKVTAKAKVSKKDSQTIKYGLQGKTITVVEK
NTDB id 1121382 EL130 RS00525 WP 002278097.1 YVSSKDVTRLKQGQKTRLALTKVGNDQISIRGKINSIASAATTTKKGNVFKVTAKAKVSKKDSQTIKYGLQGKTITVVEK 320
NTDB id 404 SMU RS08660 WP 002263739.1 YVSSKDVTRLKQGQKTHLALTKVGNDQISIRGKINSIASAATTTKKGNVFKVTAKAKVSKKDSQTIKYGLQGKTITVVEK 320
consensus !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KTFFDYYKDKLLNKNQK
NTDB id 1121382 EL130 RS00525 WP 002278097.1 KTFFDYYKDKLLNKNQK 337
NTDB id 404 SMU RS08660 WP 002263739.1 KTFFDYYKDKLLNKNQK 337
consensus !!!!!!!!!!!!!!!!!
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