
logo MKKNYFWYGLLGLLALYL ITIAF IPGFHI FFSNMLMLALFFML IALSNRS I FFFFLALGFLS IYLKDI FHFDYSTGPLFT
NTDB id 1121379 EL130 RS00355 WP 002278087.1 MKKNYFWYGLLGLLALYLITIAFIPGFHIFFSNMLMLALFFMLIALSNRSIFFFFLALGFLSIYLKDIFHFDYSTGPLFT 80
NTDB id 365 SMU RS08505 WP 002262670.1 MKKNYFWYGLLGLLALYLITIAFIPGFHIFFSNMLMLALFFMLIALSNRSIFFFFLALGFLSIYLKDIFHFDYSTGPLFT 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GI I I IGV I LNSFFLKPHYSYSYKGNHYFNMKQHNANYIDNETDVFLKTLFSENTSYVTSQELNKI I IDTKFGEQSVDLSQAQ
NTDB id 1121379 EL130 RS00355 WP 002278087.1 GIIIIGVILNSFFKPHYSYSYKGNHYFNMKQNANYIDNETDVFLKTLFSENTSYVTSQELNKIIIDTKFGEQSVDLSQAQ 160
NTDB id 365 SMU RS08505 WP 002262670.1 GIIIIGVILNSFLKPHYSYSYKGNHYFNMKQHANYIDNETDVFLKTLFSENTSYVTSQELNKIIIDTKFGEQSVDLSQAQ 160
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FMTDSPE IHIDVSFGETNLR IPNNWKI INKTHSPFAS I SFSDGFPSTNGDF INVTLTGTVAMGSLNIQY
NTDB id 1121379 EL130 RS00355 WP 002278087.1 FMTDSPEIHIDVSFGETNLRIPNNWKIINKTHSPFASISFSDFPSTNGDFINVTLTGTVAMGSLNIQY 228
NTDB id 365 SMU RS08505 WP 002262670.1 FMTDSPEIHIDVSFGETNLRIPNNWKIINKTHSPFASISFSGFPSTNGDFINVTLTGTVAMGSLNIQY 228
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!
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