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NTDB id 1121365 EL233 RS16275 WP 126526840.1 ........MKTNKGFSLIEVLVALLLTTIGVLGMVALQGRSIQYTQDSVQRNTAILLSGDLIEIIRAHPKELFKTSPPKF 72
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKD... 77
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NTDB id 1121365 EL233 RS16275 WP 126526840.1 PMNSGLKGSSLFYKEAGSDFIDRESCVASQTRIAQTAKELRDCWADKVEALLPGGAELFDSDTYICRSSAPGNCDGQGSM 152
NTDB id 1195 PAKAF RS24020 WP 016253895.1 ....QMATQSDFFKAKGSAFPTAPS...SCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGSM 150
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logo LE IHRLMAWQRGVKREQGACLVDNASASDSNSATDDTSTLVCTYYTLVRVEP
NTDB id 1121365 EL233 RS16275 WP 126526840.1 LEIHMAWQVREGACLDSS..NTDDTVCTYTVRVEP 185
NTDB id 1195 PAKAF RS24020 WP 016253895.1 LEIRLAWRGKQGACVNAADSSADTSLCYYTLRVEP 185
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