
logo MGRATENRLRTFLFSEGDEQGQRR I LRLYHLYRLTIGLAVLVLL I SSDELEHDNDQLVLKQLMS
V
H
NPEQLFHQVYGASWCLYL IVFLNI ILVALVFLLVPQPSPSERQRDLLP I

V
F
L

NTDB id 1121347 EL233 RS03190 WP 013984075.1 MGTENLTFFGDQGRRILRLYHLYRLTIGLALVLLISSDLHNDLLQMSNPQLFQYGAWLYLILNIIVAVLVQSPERDLPVL 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! ! ! *!! !!!!!!!!!!!!!!! !!!!!!!*!* *! * *! !!* ! !*!!* !!*!!* **** !!*

logo

I
SLALMTDVI

L
L
MLCSGLFYAFGGGTVPSGIGNSLL IVVAVAIANI LLRGR I

VGFLFVIAAAVAASLTGL ILYLTFFYLS ILSRSPSDEASTNSHQYVQAGAGLG
NTDB id 1121347 EL233 RS03190 WP 013984075.1 SLALMDVILLSGLFYFGGGTPSGIGNLLIVAVAIANILLRGRVGFFIAAVAATGLIYLTFYLSISRSEASSQYVQAGALG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!! !!**!*!!!! !!! !!!!! !!*!!!!!!!!!!!!!*! !!! ! !!*!!!!*!!*! **!* *!!!!!*!!

logo TLCFAAAFLLVI
VQAGLTVRRLQEQQVSTETLAEREQRAEETVANLEAELNAL I LQRMRTGI LMVLVDPSQREQAR I

VLLANQAGALGQLLGRQDEDSLVAQGAERSLAG
NTDB id 1121347 EL233 RS03190 WP 013984075.1 TLCFAAAFLVQGLTRRLQVSETLARQRAEEVANLEALNALILQRMRTGIMVLDPQERVLLANQGALQLLGQESLAGERLA 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!!!! **!*! !! *!!!! !!! !!!!! !!!!!!!!!!!!!*!*!* *!!!!!*!! !! !* * ! !*

logo

P
R
H
R
C
SPEMLLMHKACLMKQHQWRGLNPSTLRPPNTLKAVTVPDGGPTLVQPSFAIASLNQHREGDNDKLQDHTVL IVFLEDI SQIAQKQAQQLMKLAGSLGRLTAGS IAHE

NTDB id 1121347 EL233 RS03190 WP 013984075.1 PRCPELLKALQHWRGNPTLRPPNLKATPGGPTLQPSFAALQHGNKLDTLVFLEDISQIAQKAQQLKLASLGRLTASIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus ***! !**** *!! !!*!!!! !! ! !!!*!!!! !** * !*!!!!!!!!!! !!!*!!! !!!!!! !!!!

logo I RNPLGAI SHAAQLLQESEELDAGPDRRLATQI IQDHQSKRRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLHQRFVDSEFYPRGQGRLRSNPDQ
NTDB id 1121347 EL233 RS03190 WP 013984075.1 IRNPLGAISHAAQLLQESEELDGPDRRLAQIIQDHSRRMNLVIENVLQLSRRRQAEPQLLDLKYWLHRFVSEFRQGLSPQ 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!!*!*!!!!!!!!!!!!!!!!!!!!! !!!! !!*!!! !** ! *

logo

Q
S
E
T
L
VHLEQLTGIAGGSDS ILQTRMDPHNQLNTQVLSTNLVQNGLRYSAGKQAEHDGRAGQVWLRSLAFRDEPAESDLPVLVE I

V
I
LDDGPGI

V
A
PADEKQLHNNLVFEP

NTDB id 1121347 EL233 RS03190 WP 013984075.1 QTVHLETIGSSLQTRMDPNQLTQVLTNLVQNGLRYSGKEHDRAQVWLRLFRDEASDLPVVEVLDDGPGIAAEQLHNVFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus *!! * *!!!!!!*!! !!!*!!!!!!!!!!* ! !*!!!! ! !!* !!!!!*!**!!!!!**!* !*!*!!!

logo FFTTESKGTGLGLYI
LSRELCESNQAR I

LDYRENRAEEGGGSCFR ITVFAHPRKLS
NTDB id 1121347 EL233 RS03190 WP 013984075.1 FFTTESKGTGLGLYISRELCESNQARLDYRERAEGGSCFRIVFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!*!!! ! !!! !!!! !!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


