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NTDB id 1121342 EL233 RS01145 WP 125876273.1 MFGSNDDKKTPAEPGEKKGLFGWLRKKPQPASAEQPATEPQADSEPVE....QTVANVETP....AATPQHEEPRAVEAD 72
NTDB id 1118 NGFG RS11455 WP 003696286.1 ...................MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETV 61
consensus ********************! * !*!* * ** * *! *!!****! !*!* *****! ** * * !!!
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NTDB id 1121342 EL233 RS01145 WP 125876273.1 ...L.QPTE.VIESPPPDPEPEPE........PEPEPEPVSAPVVAATSEAPAKLGFFARLRQGLSKTSASIGEGMASLF 139
NTDB id 1118 NGFG RS11455 WP 003696286.1 SGAVEQVKETVAEMPSEAGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVF 141
consensus *****!* !*! ! !** *!* * *********!* *!*! * ! * **!!!* !!!*!!! !* ** *! *!
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NTDB id 1121342 EL233 RS01145 WP 125876273.1 LGKKAIDDDLLDELETRLLTADVGVEATTAIMQNLTRRVSRKELADSGALYTALQEELVGLLKPVEQPLAIDAGKRPYVI 219
NTDB id 1118 NGFG RS11455 WP 003696286.1 G.GGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVI 220
consensus * ! *!! *!!!! !*!*!*!*!!! *! * !!! ! ! ! ! !! ! ! !*!!*! !! ** ! !*!!
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TVIASQHTTGADSAASVCI FDAVQAAKARGI

NTDB id 1121342 EL233 RS01145 WP 125876273.1 LVVGVNGVGKTTTIGKLAKKLQLDGKKVMLAAGDTFRAAAVEQLQVWGERNGIPVIAQHTGADSASVIFDAVQAAKARGI 299
NTDB id 1118 NGFG RS11455 WP 003696286.1 MLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGI 299
consensus ** !*!! !!!!*!!!!!! ! !! !*!!!!!!!!!!! !!!! !! !! **!! !*!!*!!! !*!!!!!!!!!!!!
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NTDB id 1121342 EL233 RS01145 WP 125876273.1 DVLIADTAGRLHTKDNLMEELKKVRRVMGKLDESAPHEVLLVLDAGTGQNAINQTRQFNQAVELTGLALTKLDGTAKGGV 379
NTDB id 1118 NGFG RS11455 WP 003696286.1 DIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGI 379
consensus !***!!!!!!! ! *!!!!*!!!*!!* ! * !!!!***!!!! !!!!*!! * ! !* !!!! *!!!!!!!!!!*
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NTDB id 1121342 EL233 RS01145 WP 125876273.1 IFALAKQFGTPIRYIGVGEGIDDLRTFEADAFVKALFAQREDA 422
NTDB id 1118 NGFG RS11455 WP 003696286.1 LAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD..... 417
consensus * !!! * !*!!!!!!!!!!!!!*!*! !!! !! *****
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