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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1121324 EL257 RS19730 WP 126365446.1 MRTGMMALAAGLLAPMFLPALPPVGLMMLLPLAGLALLALR............RYRLALLLLGFGWACINAQWALNDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFR............WRPLAFFLFGLVWACLNAQWALDDRLP 68
consensus !!*******!!**** **!*!**** ***!****!****** !! * !**!****!!**! **!*

logo

V
P
A
D
S

W
L
E
DGEKRDTFIRRWALTEGQRVVATVEGLPDEQNRVARTEGGDAVTVRFLELFAER I

D
A
E
I

H
R
SSDARGHQADQAEGLMVPPSTLR I

M
VRLSAWYGLGRSWHERQREAEAATDRRAGIPDEP I

L
V

Q
R
S

P
SGQERW

NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1121324 EL257 RS19730 WP 126365446.1 PSLDGETRWLEGRVVGLPQNAGGVVRFEFADARS.RQQEMPTLMRLAWYGG....................PPVSSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1121324 EL257 RS19730 WP 126365446.1 RLAVKLKRPAGLLNPDAFDYEAWLLAQRIGATGTIKDGQRLSP..............ARGAWRDSIRQRLLATDAQG.RA 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG.RA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1121324 EL257 RS19730 WP 126365446.1 GALAALVLGDGSGLSRDDWQILQDTGTVHLLVISGQHIGLLAALMYGLVAG.......LARYGLW..PLRWPWLPWACGM 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1121324 EL257 RS19730 WP 126365446.1 AFAAALGYGLLAGFDVPVQRACVMVGLVLLWRLRFRHLGAWWPLLLAFNGVLLFDPLASLRPGLWLSFAAVAVLIFTFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 1121324 EL257 RS19730 WP 126365446.1 .......R.......LGAWRWWQTWTRAQWLIAIGLCPVLLALNLPISLSGPLANLLAVPWVSLVVLPPALLGTLLLPVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......R.......LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFA.WLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 1121324 EL257 RS19730 WP 126365446.1 YVGEGLLWLAGGLVDWLFR.VLALIAGQWPAWTAPSISAWVWALGSFGAVLLLLPRGVP...MRALGWPLLLILVVPPRE 485
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFE.LLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 1121324 EL257 RS19730 WP 126365446.1 RLNEGLADVWQLDVGQGLAILVRTRHHTLLYDAGPRFGEF.DLGARVVLPALRKLGVENLDLLLLSYADADHAGGALSIA 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
consensus ** ! **** *!*!!!***!!*!* ! !!*!*!!!*!** !***!!**! !! *!** *!****!**!*!!!!!****

logo

A
R
A
G
L
M
V

K
PVAGRARTMTVI

L
A
S
S
G
D
E
LPEPRGHLGPLAAERQARALGI

L
D
E
N

P
A
A
Q
R

A
G
SCERVASTGQQRWAQTWNDQGVANRFEQS ILVLWQRYPWPSVQVPSDRADQADTVDNSGSNAQARSCVLMQRVIAENANARGYEARALMLL

NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 1121324 EL257 RS19730 WP 126365446.1 RGLKVARTISGDPPGLPAE.......LNAQACESGQQWQWDGVRFQLWQWS......DADDSNQRSCVLQIEANGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPERLPAA.......LDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 1121324 EL257 RS19730 WP 126365446.1 TGDIDTHAERVLLD..SPLAVPTHWLQSPHHGSRSSSSMALLKVLQPESVLISRGHGNSFGHPHPTVLARYRKQRLRIYD 709
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1121324 EL257 RS19730 WP 126365446.1 SAEHGAIHLQLGTFSP..PVMMRQQRRFWRDPPAPAR............ 744
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGAFGG..ARRMRDEPRFWREK................. 741
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