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J\HFVQEDAVRPQ LKESDI ISDLPVG YPNDINTAIMRYISVA BIRWHTYAHHLLMEQSLKYLKK GIJAIFLAPV LLTS)gQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
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X non conserved
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