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NTDB id 1121108 EL143 RS11280 WP 085417122.1 MLYLYQSNRLEDLAELLQAVKTRQPLRHLLASEEIIVQSQGMRRFLSRHLARETGIAANLKFSLPAGLAWRLMRDTLPDI 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI 80
consensus ! !!!!!!!!! !! ! * !!* ! *! !*!!!!!!!!*! !!!* !*!!!! !!!!!!! !*!!* *! !

logo PAELNSPFASPEVMRWRLLDLFRSDSAREHFHQHNAGAPEFAEDLSVRANAVLGQADYLGQRSGEGNSAADYQLAGQLMADI FDQYL IVYRAPDQWI
LDAWQAQGKR I

TLG
NTDB id 1121108 EL143 RS11280 WP 085417122.1 PALNPFSPEVMRWRLLDLFSDRHFHHAPEFALSRAALGAYLQRGGNAAYQLAGQMADIFDQYLIYRADWLDAWQAGKTLG 160
NTDB id 1133 OK783 RS06970 WP 010951252.1 PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILG 160
consensus ! ! !! !!!!!!!!!!!! *!****!! ! ! !! ! ! !!!!!!*!!!!!!!!*!!* !*!!!! !* !!

logo LGDGDEAIWQASEKLWRFYLDDGRSQSTAPHRAVALWEQKQFLLAGALDKADKLPERFYFVFGIASTLMAPLMYLEQLLHQAKLSERHCDI
V
F
HVFALNPSGSEM

NTDB id 1121108 EL143 RS11280 WP 085417122.1 LGGDEAWQAELWRFLDDGSQTAPHRAALWQQFLGALDKAKLPERFFVFGIATLAPLYLELLQALSRHCDIHVFALNPSSE 240
NTDB id 1133 OK783 RS06970 WP 010951252.1 LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGM 240
consensus !! !! !! !!!*!!!! !*!!!! !!! !*!!!! !!!!!*!!!!! !*!!*!! !!* !! !!!**!!!!!!!
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NTDB id 1121108 EL143 RS11280 WP 085417122.1 YWGNIIEPAQILKSGADIDLSQSGHPLLASLGKQGRDFFDALIEAGAQTELAVYSDAAASESLLHRLQHDIQTLSLPAAA 320
NTDB id 1133 OK783 RS06970 WP 010951252.1 HWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEEG.GRDTLLHALQTDIQNLKMPSEN 319
consensus *!!!*!!*!!!!! !*!*!!*! !!!!!!!!!!!!!!!!! ! ! ! *!* **** **!!! !!*!!! ! *!
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NTDB id 1121108 EL143 RS11280 WP 085417122.1 E.TPSEPDGSIRIVSAHSPLRELQILKDHILRVLNEHPGWQPHDIAVLTPNIEPYSPYIEAVFGRQTGGGQALPYSISDV 399
NTDB id 1133 OK783 RS06970 WP 010951252.1 VGSVGTDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALPYSVSDV 399
consensus *** *!!!!*!!!!!!!!!!!!!!!!**!**!*!!! !!!!!!!!!!!!!!!!*!*!!!!!! *!*!!!!!!*!!!

logo KI
LSRRQPFLFLHYALECQTVLSDELLESRFETVDGKVLAPLLENTAEPTVLRRFGLSTGRDQDLPLLHDEMTVADQLNI

VHWGLMDGGEMRGGRTDAQLFTWKQQ
NTDB id 1121108 EL143 RS11280 WP 085417122.1 KLSRRQPLLHALEQTLELLESRFETDKVLPLLENETVLRRFGLSRQDLPLLHETVAQLNIHWGMGGEMRGGRDALFTWQQ 479
NTDB id 1133 OK783 RS06970 WP 010951252.1 KISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTDQLFTWKQ 479
consensus !*!!!!! *!!!* *!!!!!!! !!!*!!! *!!!!!!!* !!!!!!* !! !!*!!!* !!!!!! ! !!!! !
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VSALWPYAGDNLVNLQLTAEMPFLGSRFAAFFLERTLASDNIARRAIWQRQRAPADTVGPEWTVAQRCVRDRLLTAEHTLFQAPEGPSDGDQ
NTDB id 1121108 EL143 RS11280 WP 085417122.1 GLDRLVLGWMMPGNTGTLWQNISALPGNLNLLEPLSRFAAFFRTLANIRRAWQRAADVPEWTQRVRRLTAHLFQPESGDQ 559
NTDB id 1133 OK783 RS06970 WP 010951252.1 AADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLFQAGPDDQ 559
consensus * !!**!!!!*! **!! *!! ** *! * !!!!! !! ! ! ! *! !*!! !*! ! *!!!* * !!
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LENQAELWAVKQWQEEASATLAGFFRGQAQLPQHQTAVIRHIRTRFLDESERSEAGFLRGSGITFCSMVPMRSLPFKMVI
LCL ILGLNDGTDFPR

NTDB id 1121108 EL143 RS11280 WP 085417122.1 HAVQQIEQALAQWQEEAALAGFRQALPQHTAIRHITRFLESRSEAGFLRSGITFCSMVPMRSLPFKMLCLIGLNDTDFPR 639
NTDB id 1133 OK783 RS06970 WP 010951252.1 KAVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDFPR 639
consensus *!!!**!* !!!! !!!! !!!*! !!!! !!!*! !!!!!!! !!!!!!!!!!!!!!!!**!!*!!!! !!!!

logo NTKRAASGVFDL IVAKRHPARKGDRARRDDDRYLFLEAL IMSARE I LYLSYI
QGRDS IQRKNDNDEELLAPSSASLLGPEL IDTLVASAMTGLTNPPSERQLAS

NTDB id 1121108 EL143 RS11280 WP 085417122.1 NTRASGFDLIARHPRKGDRARRDDDRYLFLEALMSAREILYLSYQGRSIQNNDLLAPSALLPELIDTLSAMTGLPPEQLS 719
NTDB id 1133 OK783 RS06970 WP 010951252.1 NTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTGTNSRQLA 719
consensus !!*! !!!*!*!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!! !! ! * !!*! !!*!!!!!* !!!! ** !!
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NTDB id 1121108 EL143 RS11280 WP 085417122.1 EQMIENHPLQAFSPQYFVSDRH...YTNSRSDYAEALNRPQKPVQPFFSRPLAEPETACTVSHGRLIQFWRNPVRAWLQQ 796
NTDB id 1133 OK783 RS06970 WP 010951252.1 QNWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTPEPPQPFFDQPVENAEPVAEIGQDEFIRFWRNPVKVWLQQ 799
consensus * !!*!!!!!!!* !! **** *!*!!! !! ** !*!!!! !* *!* * * * ! !!!!!!* !!!!
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LAAESLMLPASGELGKLWQRNQESFEQATAKAKQS ILDTALVLVNQ
NTDB id 1121108 EL143 RS11280 WP 085417122.1 NLNWREPYIDEAWDSAEPFTPEHSSRITAEYTAARRHNRDFNLTAERLAAESMLPAGELGKLWRNEFEAKAKSLDTALVQ 876
NTDB id 1133 OK783 RS06970 WP 010951252.1 .LAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQTAAKQIDTAVLN 878
consensus *! ! !!*! !!!**!!!! ! ! ! ! *!!!* !! !! !*!!!!*!! !!!!!!! * ! !! *!!!***
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NTDB id 1121108 EL143 RS11280 WP 085417122.1 SPKLPAAPYTLTLGKHTLEGSLGKLYRHGLIDFQNEQPNAPRKIELMLEHLIFNAVRPDGTESFQSHWLLPDDPVFLPEI 956
NTDB id 1133 OK783 RS06970 WP 010951252.1 SPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFIVQSGETEVLAEI 958
consensus !!!!!* !! ** * ! !!!! !!! ! * * !!!! ** *!!!!!!*!! ! !* !** * * ** !*!!

logo

A
PQDEERALQNQLLASELWLMADFYFYNVI

LGQNTQRPLPFFAPKTNSLAAAEAFWALNQKPGQDKDWDPADEAKAKLKEKAQYKTAYNYGSKMVSKTGQKRDEYTEVADLVFGNSA
NTDB id 1121108 EL143 RS11280 WP 085417122.1 PQEEAQNLLALWLDYYVLGQTQPLPFFPKTNLAAAEAWLNPGKDDPADKAKKEAYKAYNGSKMSTGQREYTEVDLVFGSA 1036
NTDB id 1133 OK783 RS06970 WP 010951252.1 AQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDW...EAALKKAQTAYYGSKVSKGQKDYTEVALVFGNA 1035
consensus *!* ! *!! !* ** *!! !!!!!*!! !!!!!!* ** **** ! ! ! !! !!!*! !!**!!!! !!!! !
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NTDB id 1121108 EL143 RS11280 WP 085417122.1 DEAPPEQQLFWVLTEQMLVPTLSACPRLQENEGNKTEAEAEAK 1079
NTDB id 1133 OK783 RS06970 WP 010951252.1 SQNPLEQPLFENLARLL.ADTLAAAEK.REGTGAA........ 1068
consensus !*!!*!! ! ** *!! !**** ! ! ********



X non conserved

X similar

X ≥ 50% conserved


