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LLERVYAGPESAGNSEGVLVASNPCFTVDEKRLFAQALAQENGHSF IRWLDSGKDHDEAIADATLMKSAQALARPVVGGDTASAGASPL IVLERGNRKR

NTDB id 1121106 EL143 RS11060 WP 085417319.1 ..MDSLMLDGFAAEAAVGLLERVAPEASGVVSPFVDKLFAALAEGHSFIWLDKHDIATMKQARPVVGGDAGSPLVLRGNK 78
NTDB id 1134 OK783 RS03985 WP 010358120.1 MELQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVG.TSAAPLILEGRR 79
consensus *** * !! !!* !!! !* * !* ** **!! !! !!!!! ! ** * !!!!* * !!*! ! *

logo LFLGKRMWQLEQYDLAAREQIKLR I
LAAAVGKPTESAPPVDAWALGNARSQYNYLADKWFAQEGASGSERDGQKRADAAALALLQFNFLMVI STGGPGTGKTTTVAKLL

NTDB id 1121106 EL143 RS11060 WP 085417319.1 LFLGKMWQLEQDLARQILRIAAVKPEPVDWLNASYYLADWFAESGSRDQKAAAALALLQNLMVISGGPGTGKTTTVAKLL 158
NTDB id 1134 OK783 RS03985 WP 010358120.1 LFLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKLL 159
consensus !!!!*!!!!! !!! ! !*!! * **! ! !! !! !! !* !!!!!!!! !!!*!!!!!!!!!!!!!!!

logo AL ILCGVENANEGKNLPHR IALAVAPTGKAAAHMAKRALHRAS ILGNGQFDAGPAEAI
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A
RHLGLHKLEGQTVHRLLKFLKSPPKYMQAPAFYDHAHDINRPLPFLDV

NTDB id 1121106 EL143 RS11060 WP 085417319.1 ALLCVNAGKLPRIALVAPTGKAAAHMAKALHRALGQFDAGAAIKAHLGHLEGQTVHRLLKFKPPYMQPAYHADNPLPLDV 238
NTDB id 1134 OK783 RS03985 WP 010358120.1 ALICGENENLPHIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFDV 239
consensus !!*! !!*!!! !!!!!!!!!!!*!!!! * !!!* !** !! *!!!!!!!!!!! !! !!*!*** !!! !!
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VVDEASMLDTALLMLQLLKSAVKPDTGACRVI ILLGDENQLPSVGAIGAVLASAVLASQRKQTVLDKEGETTAHQERLATDGFLLPEHQGPFASVSADNRPEPPVL

NTDB id 1121106 EL143 RS11060 WP 085417319.1 IVVDEASMLDTALLLQLLSAVPDGCRVIILGDENQLPSVGAGAVLAALARQTVLKETTAQELTDLLPEQPFAVSDRPEPL 318
NTDB id 1134 OK783 RS03985 WP 010358120.1 LIVDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPVL 319
consensus **!!!!!!!!!!!*!!!! !!* !*!!!*!!!!!!!!!!! !!!! ! !!! !*! ! !!!**! !! !**!

logo AEQNI
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NTDB id 1121106 EL143 RS11060 WP 085417319.1 AENIARLTISHRFGEHSGIGCLARAVVQGNVEDALAQFERFPNEIRIHNMNIDGQLETLYRLQQNYWQAVAQNDVKAAFR 398
NTDB id 1134 OK783 RS03985 WP 010358120.1 AQNTAHLSFSHRFGDNSGIGCLARAAVSGD.EGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAYA 398
consensus ! ! !*!* !!!!!**!!!!!!!!! ! ! *! ! ! !*!!! !* ** * * * *! !!! * !!!!! * !!*
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NTDB id 1121106 EL143 RS11060 WP 085417319.1 HQADCMVLAAWRNNAEYFNQAYQAYLKKIGIIKQEEHWFAGQMLMVSRNDYTLDLFNGDIGLVLRDEESDTDALAAYFPD 478
NTDB id 1134 OK783 RS03985 WP 010358120.1 GISDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVG.RQGSLAAYFAD 477
consensus * !**!!!!!!* !! !! !!* !*** !* * **!!! **!* !!! !*!!!!!!!!** ! * !!!!!*!
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VALVSCRLPECFEPTAFAMTVHKSQGSEYKREVWLLPPMSDGAYDPLSDEAGDKDTAGLASGLNSKRAELLYTAITRAREKRFVFFLGGKKTEKATFCK
NTDB id 1121106 EL143 RS11060 WP 085417319.1 GDEFRKIALSRLPECETAFAMTVHKSQGSEYKEVWLLPPMGYDL..AKTAGAGLNRALLYTAITRARERFVFLGKTEAFK 556
NTDB id 1134 OK783 RS03985 WP 010358120.1 ADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYREVWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKTFC 557
consensus *! !*!*!*!*!!!*!*!!!!!!!!!!!!!!*!!!!!!! * *** ! !! * !!!!!!!!!!!*!!! ! !*
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A
QACVLNQTEVEKTVRQRSTALVGRESMLAEERGVFSQE

NTDB id 1121106 EL143 RS11060 WP 085417319.1 AACLQEETRRSAVREMLAEG.... 576
NTDB id 1134 OK783 RS03985 WP 010358120.1 QAVNTVKVRQTALGSMLERVFSQE 581
consensus !* ! *!* !! ****

X non conserved

X similar

X ≥ 50% conserved


