
logo MQSASHP IARAFDPLATAIP IQSGTNL I EASAGTGKTFYGIAALFTRL IVLVLEKQKMSVEGR I
VLVVTFTKAATAELKTRLRASRLDDEAVLQRVWLE

NTDB id 1121104 EL143 RS10095 WP 085416339.1 MQSHIAAFDPLAIPIQGTNLIEASAGTGKTFGIAALFTRLVLLEKMSVEGILVVTFTKAATAELKTRLRSRLDEALRWLE 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
consensus ! ! !!!!! !! !!!!!!!!!!!!!!*!!!!!!!!!**!! !!! *!!!!!!!!!!!!!!!!!! !!!* ! !!
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NTDB id 1121104 EL143 RS10095 WP 085416339.1 KPDDQ.................KPLIDDFLRELLDKALSREQKALLVLRLKAAISQFDNAAIYTIHGFCQRLLRDYAFFC 143
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
consensus ** ****************** ! !!* !!* !! *! * !**!!!!!! !!!!!!!!!!!!!!!!*!!!!!! !
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NTDB id 1121104 EL143 RS10095 WP 085416339.1 QVPFDMELETDGDERLLTAAQDFWREQVAHDSEMARLVFEHNLTPESVLAKMRTYIGRPMLRYETNGVDLAESEAELSKV 223
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETS 240
consensus ! !!!*!! * *!!! *!!!!!!! ! *!* *! ! ! * ! *!!! *! !* !! ! * * !! *
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NTDB id 1121104 EL143 RS10095 WP 085416339.1 WAKVCAGLTELEAIFEQVYSVINKKTYSLKSMQELFAALQQDAANQCLSEKKELYKKHLPKFDLEILKSNVNKGKTLDES 303
NTDB id 1132 OK783 RS01905 WP 010951035.1 WQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPDAA 320
consensus ! !! !*!!!! ! *** *! *! ! !! ! ! ! *!** * *!*! * ! * !!!!*!
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NTDB id 1121104 EL143 RS10095 WP 085416339.1 .ADKLSLLADLGRAIEAGQVAEQAAIAALQLEFLNYMKDAVALRKQTHRERGYDDLLLDVYAALDENSPHSGALAEMVAE 382
NTDB id 1132 OK783 RS01905 WP 010951035.1 VFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTD.NPHAETPARAVAE 399
consensus * ! !!! !! * ! !! * !!!* * !* *! ! **!!!!*!!!!!!!* !! ** !! *! !!!
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NTDB id 1121104 EL143 RS10095 WP 085416339.1 TWRVALIDEFQDTDPLQYGIFQNTFVRHGNPLFLVGDPKQAIYSFRGADIHAYLKAAKDADHHYTLTKNYRSHDSLIKSI 462
NTDB id 1132 OK783 RS01905 WP 010951035.1 NWEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSI 479
consensus ! *!!!!!!!!!!!!!! !!! !* * !!!!!!!!!!!!!!!!!!!!*!!! !! !! !*!!! !!!!! !! !!
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NTDB id 1121104 EL143 RS10095 WP 085416339.1 SLFFRQKKHPFVLKGIGYTDVSAARADACLKPLDHALRVRWLNEDDEAALNKEVLRSRAAEYCADEIAAMLNRAAEGGLS 542
NTDB id 1132 OK783 RS01905 WP 010951035.1 GALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRLN 559
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NTDB id 1121104 EL143 RS10095 WP 085416339.1 LKTRPLQSGDIAVLVRTRNEGSMVGAALKARGIQSVLLQRHSVFAEKEARAVAALLAFWLRPQETEALRFVLGSVLFGQT 622
NTDB id 1132 OK783 RS01905 WP 010951035.1 FKDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFGYD 639
consensus ! !!!!!!!!!!!!!!*!!* !* !!!! ! *!!!!! !*!!!! *!! !* !!**!!! ! !!!!! ! *!!

logo AEQQLHYADFLNQNEHSEQI
LLDHW

Y
A
I
E
N
A
SAQRTALADI

TWQKHYGI FYAAMQQFASAQRTHYDGI
LEGTGRLLSARNRNEGRSLTNYFHQI

L
L
VELLAAEEDAEQRNSRNSPAE

NTDB id 1121104 EL143 RS10095 WP 085416339.1 AEQLYALNQNEHQLLDYINAAQTALATWQKHGIYAAMQQFAARYDLEGGLLSARNERSLTNYHQIVELLAEEDERSRSPE 702
NTDB id 1132 OK783 RS01905 WP 010951035.1 AQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRNPA 719
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NTDB id 1121104 EL143 RS10095 WP 085416339.1 SLHQWLKAQISEAQNGKEAGENKTLRLESDEALVKIVTIHASKGLQYPVVVCPFVWDAADYKTQDWQVISRETG.SELVS 781
NTDB id 1132 OK783 RS01905 WP 010951035.1 ALHKWLRDQISLA..GNNGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAELLA 797
consensus !! !!* !!! !**! *!*!* *!!!!!! !!!!!!*!!!!!!!!!*! !!! !!! ! * !!!*** * !!*
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NTDB id 1121104 EL143 RS10095 WP 085416339.1 ALDLTDEDKNALADEELGERLRLLYVAMTRAEEQLTVYAAYFNGSARNTFSYLLAGSEEATRAEIEAQYAAEKKANNAEG 861
NTDB id 1132 OK783 RS01905 WP 010951035.1 KAQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEKD...... 871
consensus !** * !!!!**!!!!!!!!!*!!!!!!! *!!!! *! !* !!* ! * *! * !!*!! ******
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NTDB id 1121104 EL143 RS10095 WP 085416339.1 EKKMLLQNWQRLIDNAPEDTDIAWLQGAPETAASRSQAYSENRFQAWTLPARTFEHIRHTSFTGLLRDLSAAAVPEREEL 941
NTDB id 1132 OK783 RS01905 WP 010951035.1 GITMLKRNWRRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGG.EEDA 950
consensus !! !! !* !!!! !! * !!**!! ! *! ! ! **! ! ! **!!!!!!*! !* * ** !*
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NTDB id 1121104 EL143 RS10095 WP 085416339.1 QPAVDAAEAGLAQGGLAESLSESGMVGDDVYDIHNFPRGTHAGVCLHELLEHFEFNSPASGQRPKIAETLARYSFGEEWL 1021
NTDB id 1132 OK783 RS01905 WP 010951035.1 CPSLDAAETSVPA......MPSETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWL 1024
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NTDB id 1121104 EL143 RS10095 WP 085416339.1 DAVCGMLDKAAHAELLNRLALADLPARNRLPEMDFMLKVEEFSPARLKAWFARPNLALPPDCIAAAQHLDFDTVKGFLSG 1101
NTDB id 1132 OK783 RS01905 WP 010951035.1 PAVAEMAEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNG 1104
consensus *!!* ! * * * *! *! !*!* *! !!! ! !* !*! * !!* ! !!* * !!* ! !!! *!!!*!! !!! !
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NTDB id 1121104 EL143 RS10095 WP 085416339.1 FIDMTCIDGEGNVCVIDYKSNYLGAGQQAYTQEAMDEAMAAHHYYLQAMIYAVAVARYLQQQNAEFDTICVRYLFLRGLG 1181
NTDB id 1132 OK783 RS01905 WP 010951035.1 FIDMVCQDPDGNICIIDYKSNHLS....AYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLD 1180
consensus !!!! ! !**!!*!*!!!!!!*! ****!!! !!!!!*!**!!!!!!*!!!!! !!! ** **!!!!!!!!!
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NTDB id 1121104 EL143 RS10095 WP 085416339.1 SEDGGVWRWQLDKADLQEWL 1201
NTDB id 1132 OK783 RS01905 WP 010951035.1 GKGGGVWRWDIDAAALEQIK 1200
consensus !!!!!! *! ! !
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