
logo

MMS
TPETKRKLQLKITDTVASAKQKLDEKLGNLHSTAWDLVVLHLPLRYEDETHIMTP IAKDAP I

LGVPSCQVEGEVVI
V
H
RQDEVQTFKPRKQL IVQI

NTDB id 1121095 EL143 RS06110 WP 085416607.1 .MTPETKKLLKITDTAAQKLEKLGLHSAWDVVLHLPLRYEDETHITPIADAPLGVSCQVEGVVVRQDVQFKPRKQLIVQI 79
NTDB id 1095 KZH42 RS10215 WP 002225638.1 MMSPETRKQLKITDVSAKKLDKLNLHTAWDLVLHLPLRYEDETHIMPIKDAPIGVPCQVEGEVIHQEVTFKPRKQLIVQI 80
consensus *!*!!!*! !!!!! ! !!*!! !!*!!!*!!!!!!!!!!!!!! !! !!!*!!*!!!!! !**!*! !!!!!!!!!!!

logo

A
RDDGASGKSVLFLRF IHFYASHTQKQLTAQVGKRR I

VRAVGE IKHGFFYGDNEMIHPKIRDAEGNGTGLASESLTPVYPTVNGLNQPTLRR I I
NTDB id 1121095 EL143 RS06110 WP 085416607.1 RDDAGKVLFLRFIHFYASTQKQLAQGRRVRAVGEIKHGFFGNEMIHPKIRDAENTGLSESLTPVYPTVNGLNQPTLRRII 159
NTDB id 1095 KZH42 RS10215 WP 002225638.1 ADGSGSVLFLRFIHFYASHQKQTAVGKRIRAVGEIKHGFYGDEMIHPKIRDAEGGGLAESLTPVYPTVNGLNQPTLRRII 160
consensus ! ! !!!!!!!!!!!!*!!! ! !*!*!!!!!!!!!!*! !!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!

logo QTALDAVTVPSLHDTLPDALLCSERLKLPGHLAESLRLLHASPPPESFYSTIHTQRLASDGATLPAWQRLKFDELLAQQLSMRFLARQKR IGNGQTA
NTDB id 1121095 EL143 RS06110 WP 085416607.1 QTALDAVSLHDTLPDALLSELKLPGLAESLRLLHAPPPEYSITRLADGALPAWQRLKFDELLAQQLSMRFARQKRINGQA 239
NTDB id 1095 KZH42 RS10215 WP 002225638.1 QTALDVTPLHDTLPDALLCRLKLPHLAESLRLLHSPPPSFTIHQLSDGTLPAWQRLKFDELLAQQLSMRLARQKRIGGTA 240
consensus !!!!! *!!!!!!!!!!* !!!!*!!!!!!!!! !!! **!* ! !! !!!!!!!!!!!!!!!!!!!! !!!!!! ! !

logo

A
K
A
PLGHGDGSTLSTGQAKLLRAQANLPFAGLTDGAQEKKRMVLVDSE ICRRSDMARQPTHYPMHRLLQGDVGSGKTIVAALSALTAI

VEASGAFQVAVMAPTE I
NTDB id 1121095 EL143 RS06110 WP 085416607.1 KPLHGDGSLSGKLLANLPFGLTGAQKRMLDEIRSDMRQPHPMHRLLQGDVGSGKTIVAALSALTAVEAGFQVAVMAPTEI 319
NTDB id 1095 KZH42 RS10215 WP 002225638.1 AALGGDGTLTQALRQALPFALTDAQEKVVSEICRDMAQTYPMHRLLQGDVGSGKTIVAALSALTAIESGAQVAVMAPTEI 320
consensus *!*!!!*!* ! !!!*!! !! *** !!* !! !**!!!!!!!!!!!!!!!!!!!!!!!!!*! ! !!!!!!!!!!

logo LAEQHFYI
MKFKQWFLEGAPLGI

L
D
EVAVRWLFTGSGLRKKAMKDEEQATKAKLLAEDSGESVKIAVGTHALFQSDDGVAQFHQNLGLTVIVDEQHRFGVAQRL

NTDB id 1121095 EL143 RS06110 WP 085416607.1 LAEQHYMKFKQWFGALGLDVAWLTGSGRKKMKEQTKALLESGEVKIAVGTHALFQDDVQFQNLGLVIVDEQHRFGVAQRL 399
NTDB id 1095 KZH42 RS10215 WP 002225638.1 LAEQHFIKFKQWLEPLGIEVVRLFGSLRKKAKDEAKAKLADGSVKIAVGTHALFSDGVAFHNLGLTIVDEQHRFGVAQRL 400
consensus !!!!!**!!!!! *!!**! ! !! !!! !* !! ! ! !!!!!!!!!!! ! ! !*!!!! !!!!!!!!!!!!!!

logo ALKNKGQRDEVHQLMMSATP IPRTLAMSFFADLDVSVIDELPPGRTP I
VKTRLVNNSLVRRAEVEGQFVLGTCERKGQRQAYWVCPL I

NTDB id 1121095 EL143 RS06110 WP 085416607.1 ALKNKGQDVHQLMMSATPIPRTLAMSFFADLDVSVIDELPPGRTPVKTRLVNSLRRAEVEQFVLGTCEKGQQAYWVCPLI 479
NTDB id 1095 KZH42 RS10215 WP 002225638.1 ALKNKGREVHQLMMSATPIPRTLAMSFFADLDVSVIDELPPGRTPIKTRLVNNVRRAEVEGFVLGTCRKGRQAYWVCPLI 480
consensus !!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! *!!!!!! !!!!!! !! !!!!!!!!!

logo EESETLQLQTAAVDETLQALERLQQTALPEMLNIGLLVHGKRMKAAEKAAEVMAEDRFSASGGKI
L
H
NVLVATTVI EVGVDVPNAASLMVI EHAERM

NTDB id 1121095 EL143 RS06110 WP 085416607.1 EESETLQLQTAVDTQLELQQALPMLNIGLLHGKMKAAEKAAVMEDFSAGKIHVLVATTVIEVGVDVPNASLMVIEHAERM 559
NTDB id 1095 KZH42 RS10215 WP 002225638.1 EESETLQLQTAAETLARLQTALPELNIGLVHGRMKAAEKAEVMARFSSGGLNVLVATTVIEVGVDVPNAALMVIEHAERM 560
consensus !!!!!!!!!!! *! !! !!! !!!!!*!!*!!!!!!! !! !! ! **!!!!!!!!!!!!!!!!! !!!!!!!!!!



logo GLASQLHQLRGRVGRGAAAESSVCVLLFAEPLGSELAKARLKVIYEHTDGFE IARQDLNIRGPGEFLGARQSGVPMLRFADKLEE
NTDB id 1121095 EL143 RS06110 WP 085416607.1 GLSQLHQLRGRVGRGAAASSCVLLFAEPLSELAKARLKVIYEHTDGFEIARQDLNIRGPGEFLGARQSGVPMLRFADLEE 639
NTDB id 1095 KZH42 RS10215 WP 002225638.1 GLAQLHQLRGRVGRGAAESVCVLLFAEPLGELAKARLKVIYEHTDGFEIARQDLNIRGPGEFLGARQSGVPMLRFAKLEE 640
consensus !! !!!!!!!!!!!!!! ! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!

logo DLMHRLLELQARDE I
TAPKML IAEGQNQPDE IVDEAHLARWLGSGSREGYLGV

NTDB id 1121095 EL143 RS06110 WP 085416607.1 DMRLLELARDIAPKLIAGQPDIVDAHLARWLGSREGYLGV 679
NTDB id 1095 KZH42 RS10215 WP 002225638.1 DLHLLEQARETAPMLIEQNPEIVEAHLARWLSGREGYLGV 680
consensus !**!!! !!* !! !! *!*!!*!!!!!!! !!!!!!!

X non conserved
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X ≥ 50% conserved


