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SPPKQLTLTGLPNAFDNAFKRRLMENETDGKLKSGENNAP
NTDB id 1121082 EL143 RS00430 WP 085416769.1 MNHKILLPGLMVLMVTACSPAHEDLREWMEQTQKDAQKHIQPFEQPTVNPSVTYIPPKTLGLNAFNAKRLNEGLSGNNAP 80
NTDB id 1101 NMB RS09450 WP 002214522.1 MKHYALL..ISFLALSACSQGSEDLNEWMAQTRREAKAEIIPFQAPTLPVAPVYSPPQLTGPNAFDFRRMETDKKGENAP 78
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NTDB id 1121082 EL143 RS00430 WP 085416769.1 NTNRPKEVLEAFSLENMKYVGSFISGKQKTGYIEIDGHVYTVKTGNYIGQNFGRITSIMPDKLVITEVIENSDGNWTFRN 160
NTDB id 1101 NMB RS09450 WP 002214522.1 DTKRIKETLEKFSLENMRYVGILKSGQKVSGFIEAEGYVYTVGVGNYLGQNYGRIESITDDSIVLNELIEDSTGNWVSRK 158
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logo AELLLDNNSSDKDKNQTES IQAKATADNPAAEQN
NTDB id 1121082 EL143 RS00430 WP 085416769.1 AELLLDNSKDNQSIKTDN..... 178
NTDB id 1101 NMB RS09450 WP 002214522.1 AELLLNSSDKNTEQAAAPAAEQN 181
consensus !!!!! ! ! ******
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