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NTDB id 1121081 EL143 RS00425 WP 085416770.1 MKPISMKTISAISLGLAMQASAFAGNITDINVSTLPSNQKIIKIKFDRDVVSPSGFVTNSPARIALDFPTTGLNLQQPVL 80
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
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logo EYADPLLNSQKI SAAKQNGSSQRARVLVLSNLNKAPGRQYTNSTE I
V
K
RGNEKVWIYFVINEASPDEDGTSVTSASPAQRTPVATVNKEARAPAAPAKQQAAAPSTKSAV

NTDB id 1121081 EL143 RS00425 WP 085416770.1 EYADPLLNQISAAKNGSQARVVLSLNKAGRYTSEIKGNEVWIYVNEAPEGSTASAQTVTNER.................. 142
NTDB id 1115 OK783 RS00485 WP 003698035.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA......... 151
NTDB id 1092 CAD91899.1 1..2286( ) EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
NTDB id 1100 NMB RS09455 WP 002225652.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
consensus !!!!!!!**!!!!*!*!*!!*!!*!!!*!*!**!**!!*!!!**!!******!*!*************************
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NTDB id 1121081 EL143 RS00425 WP 085416770.1 ....................VI.V................................KKQEQAVSSASVDFRKGSGNTGIV 169
NTDB id 1115 OK783 RS00485 WP 003698035.1 .............AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGII 194
NTDB id 1092 CAD91899.1 1..2286( ) SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKDGKNAGII 232
NTDB id 1100 NMB RS09455 WP 002225652.1 SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNAGII 240
consensus ********************!**!****************** * ****************!!!!***!*!!*
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NTDB id 1121081 EL143 RS00425 WP 085416770.1 DVSAPSFSGNPTIKRQNDRVVITLKNHPLPAQAQRSLDVSDFNTPVRGIVLKRIGNDTEIVIRNKGGWDVREKV.SGGHM 248
NTDB id 1115 OK783 RS00485 WP 003698035.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGYF 274
NTDB id 1092 CAD91899.1 1..2286( ) ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 312
NTDB id 1100 NMB RS09455 WP 002225652.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 320
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NTDB id 1121081 EL143 RS00425 WP 085416770.1 SFEVFPKANVADSGLQNNKRNKNFTGRRVSFDFQDVEVRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVL 328
NTDB id 1115 OK783 RS00485 WP 003698035.1 TFQVLPKKQNLESGGVN.NAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQALDLVM 353
NTDB id 1092 CAD91899.1 1..2286( ) TFQVLPKKQNLESGGVN.NAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVM 391
NTDB id 1100 NMB RS09455 WP 002225652.1 TFQVLPKKQNLESGGVN.NAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVM 399
consensus *!*!*!!*****!!**! ***!*!!!!**!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*
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NTDB id 1121081 EL143 RS00425 WP 085416770.1 EARNLDMRRQGNIINVAPRDELLAKDKATLQAQNEINDLGPLYSQTFQLKYKNVEEFRKVLRLEEGGSNNTANSILSKRG 408
NTDB id 1115 OK783 RS00485 WP 003698035.1 QARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLVSGRG 433
NTDB id 1092 CAD91899.1 1..2286( ) QARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNADTTGNRNTLVSGRG 471
NTDB id 1100 NMB RS09455 WP 002225652.1 QARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLISGRG 479
consensus *!!!!!!!*!!!!*!*!!!!!!!!!!!!*!!!***!*!!!*!!!!*!!!!!!!!!!!!**!*!*********!***!*!!



logo SAVL IDPGATNTL I IVTDNTNRTSVIREKFQRKL I EDELDVPTARQQVMVI EAR IVREASADGFSRDI
LGVKFGYAATGRSKNKGKTLNKNEDTSAFSGWGNVNLN

NTDB id 1121081 EL143 RS00425 WP 085416770.1 SALIDPGTNTLIITDNNTVIRKFQKLIEELDVPTRQVMVEARIVRASDGFSRDIGVKFGYAGSNGTN......SWGNNLN 482
NTDB id 1115 OK783 RS00485 WP 003698035.1 SVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAFGWGVN.. 511
NTDB id 1092 CAD91899.1 1..2286( ) SVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVN.. 549
NTDB id 1100 NMB RS09455 WP 002225652.1 SVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVN.. 557
consensus !*!!!!*!!!!!*!!***!!*!!*!!!*!!!!!**!!!*!!!!!*!*!!!!!!*!!!!!**!************!!*!
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NTDB id 1121081 EL143 RS00425 WP 085416770.1 NAINNNNAYVENARARYNARNSDQAPALTPYSWDPNVNLPIAAATSSVALIHKMASGALSLELQAQQAQNKAKTISNPRV 562
NTDB id 1115 OK783 RS00485 WP 003698035.1 SGFGG......................GDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRV 569
NTDB id 1092 CAD91899.1 1..2286( ) SGFGG......................DDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKPKTLANPRV 607
NTDB id 1100 NMB RS09455 WP 002225652.1 SGFGG......................DDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKTKTLANPRV 615
consensus ***** **********!!!* !!**!**!*****!!!!*!!!*!*****!*!!**!!!!

logo LTQDNRKEAVKI ESGTYE IPYFTSVETSTASIASGNGGGNSASTDNVTEFLKKAVLGLRTVTPHNITPDGQI IMDTVKINKDSVPNAQSCCAGSGSNNQGTEIPLC IDSTNK
NTDB id 1121081 EL143 RS00425 WP 085416770.1 LTQDRKEAVIESGTEIPYTSETSS...GATDVEFKKAVLGLRVTPHITPDGQIIMDVKINKDSVNQSCGGSNGEPCIDTN 639
NTDB id 1115 OK783 RS00485 WP 003698035.1 LTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTILCISTK 649
NTDB id 1092 CAD91899.1 1..2286( ) LTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTK 687
NTDB id 1100 NMB RS09455 WP 002225652.1 LTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTK 695
consensus !!!*!!!!*!!!!*!!!*!**** *****!**!*!!!!!!!*!!!*!!!!!!!!!*!!!!!!!**!***!*****!!*!*
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NTDB id 1121081 EL143 RS00425 WP 085416770.1 NLETRAMVEDGGTLVLGGIYEEVNSNGIRKVPLLGDIPVVGNLFKSRTRSEERSELLIFITPRIIDYQGSNLRY. 713
NTDB id 1115 OK783 RS00485 WP 003698035.1 SLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY. 723
NTDB id 1092 CAD91899.1 1..2286( ) NLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY* 761
NTDB id 1100 NMB RS09455 WP 002225652.1 NLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY. 769
consensus *!*!*!!!!*!!!!**!!!!!!*!*!***!!!!!!!!!!*!!!!!*!*****!*!!!!!!!!!!* **!**!!!
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