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NTDB id 1103 NMB RS07590 WP 002212976.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSR 83
NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEGKLKTR 85
NTDB id 112108 PSAB RS06085 WP 025333686.1 ..MLNKFICIGRWSKDVDLKYTSSGKAVASSSIAINERYGDN......DNTTFLPVVMWGKTAENTAQYSGKGRMVAIEGRIQVR 77
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGD..READFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGE..READFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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MLGDEGPRSAKRESTNEGTSTGNDESGDGQRSFGQRSGQAGDNPGQYAEGSEGQSNGFWYGNESQGNNQASGNPAGGQSTQNYFYGNGGQNDQEGNSAPGFYGQSTDGRSNPAYQANQNTQGNQSNRANQRFNQPANGSDGANAPSHPQAEGQTGRSAGNPANSQAFPST

NTDB id 1103 NMB RS07590 WP 002212976.1 KYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPY.EEGYGQ..S...........QEAYQRPAQQSRQPASDAPSHPQEAPAA 153
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQ.GSGWNQ..APAQTNYN....QGGYSDNYAQNNNFNGGNA....TRPQP 159
NTDB id 112108 PSAB RS06085 WP 025333686.1 SWDSDNGR.RYATEVVADNVKFLDRAESNDRQQ.....................................Q.........GSGQS 115
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAP.........AANNT 149
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRN.........QGNSF 151
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logo

A
G
N
P
Q

A
D
Q
R
K
R
D
Q
P
A
P
F
V
A
G
P
Q
N
N
A
D
A
E
G
A
P
Q
K
A
P
M
V
I
E
D
D
N
I
F
I
SDDDI

LPF
NTDB id 1103 NMB RS07590 WP 002212976.1 PRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 AQKPAAQAEPPMDNFDDDIPF 180
NTDB id 112108 PSAB RS06085 WP 025333686.1 GRDPFAGDGKPIDISDDDLPF 136
NTDB id 624 LCA RS00040 WP 011373726.1 QADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 NDDPFANDGKPIDISDDDLPF 172
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X non conserved

X similar

X ≥ 50% conserved


