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AL ADLEF E APALEFICETESLVEY TR TS E IR ki

MPEKLVEVKD EISFGEGBKKFVAV NANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSIYG IIJFDGK INGIEYS I
MPEKLVEVKDVEISFGEGEKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGREILSHS
MPEKLVEVKDVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS
MPEKLVEVK VEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS

o LA L

EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLEINFHLYKDEE RKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG

EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG
EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG

AL 0 [RRALLLRRSEL YL LN ORAL . VERETEE

IAR LVM PDI§VIADEPISALDVSVRAQVLNLLKKFQK LGLTYLFIAHDLSVVRFISDRIAVIYKGEIVEVAETEEL N
IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN

IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN
IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN

I VISLAP P LA TR oA e T

NPIHPYTNSLLSAVPIPDPILERKKVLKVYDEWAQHDYSVDKPEMVE RPGHFVW NKIE EI{Y KE]#S 307

NPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKAEIETYRKEQSK 309
NPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKHMEIETYRKEQSK 309
NPITHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKWEIETYRKEQSK 309
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X non conserved
B similar
> 50% conserved
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