logo

NTDB id 1120884 EL115 RS03250 WP 003069740.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1120884 EL115 RS03250 WP 003069740.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1120884 EL115 RS03250 WP 003069740.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1120884 EL115 RS03250 WP 003069740.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

e IATULLLLT MR T LSRR YRR A S

QAN
MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSP K.

MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSP K.
MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSP K
MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK...

WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGS
WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGS
WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGS

WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGS
Pl b b Dl DL DD s e DO LE DD D) PR e bl Db DL DD D e )

(R

SUAEAN

il

AROEE N ARLERARYE)

YIHAVDRGHLLGYALIGNLISGFDASTSNPKNIAVQTAWANQA ARBISTGQN YE KVRKALDIWNKRVRYRVTLMYAS)Y D
YTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGONYYESKVRKALDQNKRVRYRVTLYYASNED
YTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNED

YTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGONYYESKVRKALDQNKRVRYRVTLYYASNED

YTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNED
P DL sk bk Ll I ]

PR ALK DR eV

LVP)Y SBIIEAKSSDGELEMNVIJVPNVQEG BIL Y[NTGEVTVT 283
LVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
LVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
LVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274

LVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVT Qe
Pl b Do DL LD e Do Dl DL s b b e LU DL L)

X non conserved
B similar
>50% conserved

160
151
151
151
151

240
231
231
231
231



