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NTDB id 496 SM12261 RS02330 WP 000608383.1 MI WYFFLVGSILASFLGLVIDRFPEQSII[J¥ASHCDSCEITHLRPLDLIPILSQVFNRFRCRYCKVRYPVWYARFELGLG 80
NTDB id 524 SMSK321 RS08155 WP 000565601.1 MIDMYFFLVGSILASFLGLVIDRFPEQSIIS|JASHCDSCQTRLRPLDLIPILSQVFN FRCRYCKINGYPVWYALWMELGLG 80
NTDB id 156 SP RS08975 WP 000565004.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTIJLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELELG 80

NTDB id 266 KZH43 RS07930 WP 000565010.1 80
NTDB id 225 SPD RS08500 WP 000565010.1 80
NTDB id 191 SPR RS08095 WP 000565010.1 80
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NTDB id 1120876 EL115 RS02245 WP 003070165.1 160

NTDB id 496 SM12261 RS02330 WP 000608383.1 LLFLI SAG LSLEQVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AJEGWEL M BFL LGI AHFIDIRMGAGDFL 160
NTDB id 524 SMSK321 RS08155 WP 000565601.1 LLFLEYSWG LSLEQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMVJJFLRALGILAHFIDIRMGAGDFL 160
NTDB id 156 SP RS08975 WP 000565004.1 LLFLLYSWG LSL[EQV LITAGLTLGIYDF HQEYPLLVWMTFMNLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL 160

NTDB id 266 KZH43 RS07930 WP 000565010.1 160
NTDB id 225 SPD RS08500 WP 000565010.1 160
NTDB id 191 SPR RS08095 WP 000565010.1 160
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NTDB id 1120876 EL115 RS02245 WP 003070165.1 |SWNSI&S THNH BN NAAS 224
NTDB id 496 SM12261 RS02330 WP 000608383.1 FLASC VFSVTELLILIQFASANGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLY 219
NTDB id 524 SMSK321 RS08155 WP 000565601.1 FLASCALVFSHTELLILIQFASATGILAFLLQKKKERLPFVPFLLLATCVIIFGKLLLV 219
NTDB id 156 SP RS08975 WP 000565004.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAWC IIFGKLLLYV 219
NTDB id 266 KZH43 RS07930 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV 219
NTDB id 225 SPD RS08500 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV 219
NTDB id 191 SPR RS08095 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLY 219
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