
logo MTF ILKKS IATQE IAGIV I
VVI FIAVLFGL IMFYLYHQLPLEAFYLLATLAGI

V
I
V
L
SLLLL I FY IG IKYLSFVKTI SQQQQI ENLETALYQLKNDE

NTDB id 1120798 EL116 RS13240 WP 047548168.1 MTFIKKIAQEIGIVVVIIVLFGLIFYLYQLPLEAFLLTLAIVSLLLLIYIGIKYLSFVKTISQQQQIENLETALYQLKND 80
NTDB id 8 SA RS13860 WP 000143425.1 MTFLKSITQEIAIVIVIFALFGLMFYLYHLPLEAYLLALGVILLLLLIFIGIKYLSFVKTISQQQQIENLETALYQLKNE 80
consensus !!!*! ! !!!*!!*!! !!!!*!!!!*!!!!!*!! !*** !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo QI EYKNDI
VESYFLTWVHQMKTP ITAAQLLLERDEPNVVNRVRQE I

V IQIDNYTSLALSYLKLLNETSDI SVATKQI S INDNI
L IR

NTDB id 1120798 EL116 RS13240 WP 047548168.1 QIEYKNDIESYFLTWVHQMKTPITAAQLLLERDEPNVVNRVRQEIIQIDNYTSLALSYLKLLNETSDISVAQISINDLIR 160
NTDB id 8 SA RS13860 WP 000143425.1 QIEYKNDVESYFLTWVHQMKTPITAAQLLLERDEPNVVNRVRQEVIQIDNYTSLALSYLKLLNETSDISVTKISINNIIR 160
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!! !!!! *!!

logo P I IMKYS IQF IDQKTKIHYEPCHCHEMVLTDVRWTSLMI EQL INNALKYARGKDIW I EFYDEKQSNQLHI
VKDNGIG I SEADLPK

NTDB id 1120798 EL116 RS13240 WP 047548168.1 PIIMKYSIQFIDQKTKIHYEPCHCMVLTDVRWTSLMIEQLINNALKYARGKDIWIEYDEKSNQLHIKDNGIGISEADLPK 240
NTDB id 8 SA RS13860 WP 000143425.1 PIIMKYSIQFIDQKTKIHYEPCHHEVLTDVRWTSLMIEQLINNALKYARGKDIWIEFDEQSNQLHVKDNGIGISEADLPK 240
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!*!!!!!!!!!!!!!!

logo I FDKGYSGYNGQRQSNSSGIGLF IVKQI SNTHTNHPVSVVSKQNEQGTTFTIQFPDNE
NTDB id 1120798 EL116 RS13240 WP 047548168.1 IFDKGYSGYNGQRQSNSSGIGLFIVKQISNHTNHPVSVVSKQNQGTTFTIQFPNE 295
NTDB id 8 SA RS13860 WP 000143425.1 IFDKGYSGYNGQRQSNSSGIGLFIVKQISTHTNHPVSVVSKQNEGTTFTIQFPDE 295
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!! !
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